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1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SYNMAF DAEHALDPIJYAMIGVN D LL GEQALETIpN
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1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT Q INGAFIDAEHALDPNYAIRNLGV DRLL SQPDRIGEQALETIJA
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