
logo

MEVKM
Q
L
S
D
P
K
NRETEHLEPEKNLYTWDLTKTI FASSTDAQDEFWDEETEKYELESLTSVEQDKLKKASESAKYAKGHTLDLDQGSAKSNQFLLDGAI

TEFLVYLMSLVMYRQRLTE I
KIYVYAHS

NTDB id 1021205 ABVG09 RS11520 WP 002315655.1 MEVKQLPKREELPENLTWDLTKIFSSDQEFDEKYLELSEKLKKSEKYKGTLDQGASQFLDAIEFVLSVYRQTEIIYVYAH 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYAS 76
consensus **** * ! *!*! !!!!! !! *! *** ! !!! ! !*! ! * ! ! ! *!* ! ! !!!!!*

logo

L
MKNDQDTGTNVGTELYQAELYQYAKRASNSLFYSKQLVSEAFVASWYFEPEFI LMAQLDSDEKKR I

L
A
W
E
Q
F
Y
F
K
E
K
E
QEPGKLEGLVYDRHYFI EQQR I

L
L
V
A
DNKRADHVLSAQDEAQEESL

NTDB id 1021205 ABVG09 RS11520 WP 002315655.1 LKNDQDTGNTEYQALYARASSLFSKVSEAVSWFEPEILQLSDERIWQYFKEEPKLEVYRHYIQQIVDNRAHVLSADQESL 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEEL 156
consensus *!!!!!! !! !*!! !*! *!!! *!!!! * ! ! ** * !! ! *! !! ** !* !!!! * ! !

logo LAAGAGDE I FENAGPSSTDTFANVLDNNADI
L
L
VFPTWI

V
E
S
D
G
E
G
N
QGDEKVVEQLSTHGNVFYGIQTLLMESKTDRDS IVREKAGAFYEKAGLMYGSTVYEQFQRHNTFYAQSTLQSGTHV

NTDB id 1021205 ABVG09 RS11520 WP 002315655.1 LAGAGEIFEASSDTFAVLNNADLVFPTIEGENGEKVQLSHGVYGQLLESTDRSVREAAFKGLYSVYEQFRNTFASTLSTH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGV 236
consensus !!*!!*!! ***!!! !! !!!**!! * *!* ! !*!! * !*!! !! *! *!* **! !!!! *!*! !! *

logo

I
VKGVHNFYKQAKVRHNYNSSAREHAASLASANNFHIPESVYDSTLLVAESVVNKHLPLLHRYLMDELRKKRLVLEGLVDEEKLHKMYDLVYTPLVLSGEATEP I

T
A
T
F
LTY

NTDB id 1021205 ABVG09 RS11520 WP 002315655.1 IKGHNFKAKVRNYSSAREASLSNNHIPESVYDTLVAVVNKHLPLLHRYMELRKRLLEVEKLHMYDLYTPVLGEAPITFTY 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLS.ETETALTY 315
consensus *! !!* !!!!*! !!!*! ! !*!!!!!!!*!* !!!!!!!!!!!**!!!**! ** !*!!!*!!!* *! * !!

logo EEASKLEKKAELEAVLAKI
P
F
MGEEYMSKTGIVEHAKAFSTERWIDVHVEPNKGKRSGAYSGSGASYDTNAPFYI

MLLNWHQDTLDNQLFTLVHEMTGHSLVHSTY
NTDB id 1021205 ABVG09 RS11520 WP 002315655.1 EEAKEKALEALKPMGEEYMTIVEKAFSERWIDVVENKGKRSGAYSSGSYDTNPYILLNWHDTLDQLFTLVHEMGHSVHSY 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHST 395
consensus !! !! ! ! * !!!! !* !!*!!!!!!**!!!!!!!!!! ! !!!!***!!!!*!!!!*!!!!!!! !!!*!!

logo FTRQSNTQPYVYGDYPS I FLAE IASTTNENI LTETYLLEKETEVKDDPKRTVRAFAYI
VLNHYLDGFKGTVFRQTQFAEFEHAF IMHETAEDAEKSGQVI

P

NTDB id 1021205 ABVG09 RS11520 WP 002315655.1 FTRSNQPYVYGDYSIFLAEIASTTNENILTEYLLETEKDPRVRAYVLNHYLDGFKGTVFRQTQFAEFEHFMHTEDEKGVP 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQI 475
consensus !!! !!!!!!!!*!!!!!!!!!!!!!!!!! !! !!** ! *!!!!!!!!!!!!!!!!!!!!!!! *! ! ! *

logo LTASDEFYLMNSDKLSYAGDKLNAEKYYGNLPAKAVEDEDNPYE IKQFEWESR IPHFYMYNYYVFYQYASTGFASAASAYLAEKKR I LVHSGQETEPDEADKLEANYLATYLKAGNS
NTDB id 1021205 ABVG09 RS11520 WP 002315655.1 LTSEYLSDSYGKLNAKYYGPAVEEDPEIKFEWSRIPHFYYNYYVFQYSTGFSAASALAKRILSQEPDALENYLAYLKAGN 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGS 555
consensus !! *** !* !! !!! * !* *!! !!! !!!!!! !!!!*!! !!! !!! !! *!** ** ! !! !!!!!



logo SDYPLVEVI
MKKAGVDMTNQATADYI

L
D
E
A
DAFMKSMVFEDQRLNVELEAEL IVDEKRGLVHLS

NTDB id 1021205 ABVG09 RS11520 WP 002315655.1 SDYPVEVMKKAGVDMTQAAYIEDAMSMFEQRLNELEELIDRL.... 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!*!!*!!!!!!!!* !** ! *!! !! !!! !*** ****

X non conserved

X similar

X ≥ 50% conserved


