
logo MKKQI LFSLF I SFSLGVFLQDLNGFSWQNLNI IA I LGVI SLGL IWVKADWVVR IR IWLLNI FFLCFGVFTHYLNSEKSVL
NTDB id 1021155 AB1S54 RS03995 WP 228481890.1 MKKQILFSLFISFSLGVFLQDLNGFSWQNLNIIAILGVISLGLIWVKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVL 80
NTDB id 1320 RA0C RS04895 WP 228481890.1 MKKQILFSLFISFSLGVFLQDLNGFSWQNLNIIAILGVISLGLIWVKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PSVSKKEELVFKI EQKLNSTAKNKRYE ITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ
NTDB id 1021155 AB1S54 RS03995 WP 228481890.1 PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ 160
NTDB id 1320 RA0C RS04895 WP 228481890.1 PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARKGVYYRAYARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI
NTDB id 1021155 AB1S54 RS03995 WP 228481890.1 ARKGVYYRAYARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI 240
NTDB id 1320 RA0C RS04895 WP 228481890.1 ARKGVYYRAYARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LAI SGTHIA I I FGVVYMLLRLVLPVRFR IGVMLLSLSL IWAFAWF IGWGNSVVRAC IMLTVYFGFVLLQRKPQVLDSLAL
NTDB id 1021155 AB1S54 RS03995 WP 228481890.1 LAISGTHIAIIFGVVYMLLRLVLPVRFRIGVMLLSLSLIWAFAWFIGWGNSVVRACIMLTVYFGFVLLQRKPQVLDSLAL 320
NTDB id 1320 RA0C RS04895 WP 228481890.1 LAISGTHIAIIFGVVYMLLRLVLPVRFRIGVMLLSLSLIWAFAWFIGWGNSVVRACIMLTVYFGFVLLQRKPQVLDSLAL 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AGLGI LMVDTQELFSVGFQLSFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIV IYYFHQYSAWS I
NTDB id 1021155 AB1S54 RS03995 WP 228481890.1 AGLGILMVDTQELFSVGFQLSFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI 400
NTDB id 1320 RA0C RS04895 WP 228481890.1 AGLGILMVDTQELFSVGFQLSFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LANLVVLPLME IV I I LSFLMTIVFGLGIYWNWLSFTYDWL IKALLWL IGFFGKI EMGYFQDIPLS IWEMGVWAVGLYFLR
NTDB id 1021155 AB1S54 RS03995 WP 228481890.1 LANLVVLPLMEIVIILSFLMTIVFGLGIYWNWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLR 480
NTDB id 1320 RA0C RS04895 WP 228481890.1 LANLVVLPLMEIVIILSFLMTIVFGLGIYWNWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLR 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo E I L IRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNL IKPYVI
NTDB id 1021155 AB1S54 RS03995 WP 228481890.1 EILIRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVI 560
NTDB id 1320 RA0C RS04895 WP 228481890.1 EILIRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVI 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo SKRAESYKVKMMSKEVDEVI FNGKRYLFQ
NTDB id 1021155 AB1S54 RS03995 WP 228481890.1 SKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
NTDB id 1320 RA0C RS04895 WP 228481890.1 SKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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