
logo MRALGLL IGFVAGCMVALQMTQRAPATLALPVWLQPALGLLVGLLVALCLLSALAMAGALLTRRGARLRLPMRLFVPVLMALVALASATAIACAGFGWSDWRAQQRLMASVAVLAS
NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 MRLGLIGFVAGCVALQMQATLLPVWLPLGVLVLCLSLAGATR...RRLMLFPVLLVASTIAAGFGWSDWRAQQRMAVALS 77
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
consensus !! !!!!!!!!*!!! * ! !!! ! * * !! * !***! * ! !!* ! *!!!!!!!!!!!!!* ! !

logo PACWEGKDI IRATGVVAELPEQTVGTDEDATRFLFHR I ESSDNAGDATVPPRVRLSWYGLPRSTWGHENRVGQREAEDEAAKPTDRRAGIPDLQPGQRW
NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 PACEGKDIIATGVVAELPQTGDDATRFLFHIESSNAGDTVPPRVRLSWYGPRTWGNVG.EEDAKPDRRAGIPDLQPGQRW 156
NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
consensus !!*!!!!! !!!!!!!!! *!!!!!!!*!!!! !!! !!!!!!!!!!!*!*!* *! *! *!!!!!!!!!!!!!!!

logo QLTLRLKRPHSLMTNPGGFDGEYAMLADDNI
VRAAVGYVRYTGKRAQRNAIALLMGEADSAGFSGVGI

L
G
RVERWRAASVRRHI

LLADALPDEAGRYA
NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 QLTLRLKRPHSLTNPGGFDGEYAMLADNIRAVGYVRTGKRAQNIALGEASAGF..GIGVERWRASVRRHILDALPDGRYA 234
NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
consensus !!!!!!!!!!!! !!!!!!!!!!!!!! *!! !!! !!!!! ! *!!! !! **!* !!!!!! !!!!*! !!!**!!!

logo

A
PVIVALVVGDQSGIAPQADDWDELRFRRTGI SHLVS I SGLHITMIAGLFAGALWMALWRRSFGWLARWLRTPLPLRMPAPQRAGAI

VA
NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 AVIVALVVGDQSGIAPDDWDLFRRTGISHLVSISGLHITMIAGLFAALWMALWRRSFWLARWLRTPLPLRMPAPRAGAIA 314
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
consensus *!!!!!!!!!!!!!!* !!* !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!*!

logo AMALAAFAYCLLAVGMGVPAQRTLLMLASTVAI
VARLATDRNSVPAVSLSLCWAAALVVALVVDPWAVMSAGFGWLSFGAVAI

V I F ILAAQR I
M

NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 AMLAAFAYCLLVGMGVPAQRTLLMLSTVAIARLTDRNVPASLSLCWAAAVVAVVDPWAVMSAGFWLSFGAVAIIFIAAQM 394
NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
consensus !! !!!!!!!! !!!!!!!!!!!!! !!!*!!! !! !! !!!!!!!!!*!!*!!!!!!!!!! !!!!!!!!*!!*!! *

logo

A
V
A
L
A
D
D
G
A
HRDSDDVNRPRDPAGWPVEVRATRWRAGLARGAGATR I

VQFLAVTFGLLPLTLLLFQQTVSVVSAAVANAGLAIPAVVSFMVTTPLAL IMGATALPDEPLW
NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 ALDGHRS.DNPDGWVERTRRALAGGTRIQFAVTFGLLPLTLLLFQQTSVVSAAANGLAIPAVSFMTTPLALIGAALPDPL 473
NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPW 480
consensus *! * ***!* ! !*! !* !*! !!!!!!!!!!!!!!!! !!!!! !!*!!!! !!!*!!!!!!*! !!!*!

logo

A
SQPVL IML

WAEASFARWLMVPVWLDEAWLAKLPGRGWSVWVAPAVAGPAMWAVWGLLASMVVAGVAPLLLVPGGLYRAWAVWRAQGALVLLLPLML
VLARAEPALP

NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 AQPVLMLAEASFRWLVVWLEWLAKPRWSVWVAPVGPMWAVLLSMVAVALLLVPGGLRAWVWRAQGALLLLPLVLAREPLP 553
NTDB id 1426 RS RS05575 WP 011001070.1 SQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAP 560
consensus !!!!* !!!!! !!**!!* !! ! !!!!!! *! !! ! *!*!*!!!!!!! !!! !!!!!!*!!!!**!!! ! !



logo

P
SPGEFRLMVAFDIGQGAAATLVETAGNHRLLFDTGPRQYGDHLADAAADRVIAVPYLRAGHGVEQAI

LDTLAVVSHEDNSDHAGGTETVI
M
A
G
A
G

NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 SPGEFRLVAFDIGQGAAALVETANHRLLFDTGPRYGDHADAAARVIAPYLRAHGVEALDTLAVSHEDNDHAGGTETVIGA 633
NTDB id 1426 RS RS05575 WP 011001070.1 PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG 640
consensus *!!!!!*!!!!!!!!!! !!!!! !!!!!!!!!! !!*!!!! !!! !!!!*!!! !*!!! !!!!! !!!!!!!!!***

logo VPVRTMLASLPPGHAGLERGRQTADRALNGNI EGFPADGCLVAGQARWATWDGVAVFE I
VLHYPRVQRLVPASDERSAEARVSSNARSCVLR IANAGRHYAALMLATG

NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 VPVRTMLASLPPGHALRGTADANNIGFADCLAGQAWTWDGVVFEVLHPRRLPAESERVSSNARSCVLRIANGRHAALLTG 713
NTDB id 1426 RS RS05575 WP 011001070.1 VPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAG 720
consensus !!!!!!!!!!!!!!*! ! ! ! *! !*!!! ! !!!! !!*!*! *! * !!!!!!!!!!!!!!*!*!!*! !

logo DI EGARAQEASAL IADAEATPERLMADI LLVPHHGSKRTSSSGAFLDNAVSAPQVAVFQVGYRNRYGHPHPQI
VWQRYGVARDGIDEGRLRTD

NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 DIEAAQESALIDAETPERLMADILLVPHHGSKTSSSGAFLNAVSPQVAVFQVGYRNRYGHPHPQIWQRYVARDIDGLRTD 793
NTDB id 1426 RS RS05575 WP 011001070.1 DIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTD 800
consensus !! !!! !!! !! !!!!!!!!!!!!!!!!*!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!*!!!! !! !* !!!!

logo

A
KTGAVVI EQTDRGDAVLADI

V
Q
RTARKSMRPRYWSSALQEVAEAPLAETATTEGAPFTDGAQP

NTDB id 1021090 ABZP20 RS05470 WP 012435255.1 KTGAVVIQTDGDVLDIQTARKMRPRYWSSAQEVEPLATATGAFDAQP 840
NTDB id 1426 RS RS05575 WP 011001070.1 ATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!!!!! ! !! ! * !!! !!!!!!!!! !! *!! ! * !!!

X non conserved

X similar

X ≥ 50% conserved


