
logo MKQLSHMRYHQLYNGKMRHRVQRKGFTL I ELMIVVAI IVG I LAAIAVIPAYQDYVTI
T
VRARVSTEGLASTLADAQSAKALTALTVASETNAAISANTAGNNQVAPSDFLDPATQALASETVGFSY

NTDB id 1021089 ABZP20 RS02540 WP 012434939.1 MQLHYQYNGRHQRGFTLIELMIVVAIVGILAAIAVPAYQDYVTRARVSEGLALAASAKTTVAENASAGVPFD.....EGF 75
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD....LSVGS 76
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus * * * !*!!!!!!!!!!!!!*!!!!!!!*!!!!!!**!!!!*!!!*!!**!! !*!*! ** !*
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NTDB id 1021089 ABZP20 RS02540 WP 012434939.1 AADTKATRYVQAKGI.VISQKTGEIQIKYTDSVAKDGENVLLLKPTTYDEAMSGSSASSVRPTGPIRWDCYAKGAAVRAG 154
NTDB id 1424 RS RS02795 WP 011000517.1 SVFTP.TKNVANLTIAGTGTVPGQITVTYTTA...AGGGTLALVPTAAGTAL....PVSSAPSGPIMWTCYAQNKAQAAS 148
NTDB id 1258 GCO85 RS09745 WP 014844212.1 VSPAA.TPNVQSIAIG....ANGVITITYTAA...AGGGTIIMTPTLQ.............ANGDVTWTCTGG....... 123
consensus * !**!* **!* ! !***!! * *!****** !! ** * **!** !*!** * *
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NTDB id 1021089 ABZP20 RS02540 WP 012434939.1 TAELETKPSLATNVAPAECR. 174
NTDB id 1424 RS RS02795 WP 011000517.1 SVAPSGTMSLAAKYAPAECR. 168
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........TLLAKYRPASCRP 136
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