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NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTP.... 68
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.... 67
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.... 67
NTDB id 1021088 ABZP20 RS02530 WP 012434937.1 MKSMRRLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTIRARVTEGLSLAAAAKVLVAENAANAQS....DL.... 72
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQS....DL.... 72
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NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQH.....ASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVN.....K. 140
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........STAGSSCVGVQEISASNATTNVATATCG..ASSAGQIIVTMDTTKAKG.A......NITLTP.......... 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........ATGYVSPA.........ATPNVQSIAIG....ANGVITITYTAAAGGGT........IIMTPT......... 109
NTDB id 1274 LPP RS09530 WP 011214168.1 ........ATGYVSPA.........ATPNVASIAIG....ANGVITITYTAAAGGGT........IVMTPT......... 109
NTDB id 1021088 ABZP20 RS02530 WP 012434937.1 ........SAGSTVFA.........ATKNVNNLVVSGTD...GHITITYGSAVSTSNP......TLTLTPYFTVGSTNSN 126
NTDB id 1424 RS RS02795 WP 011000517.1 ........SVGSSVFT.........PTKNVANLTIAGTGTVPGQITVTYTTAAGGG........TLALVP....TAAGTA 123
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NTDB id 1188 NELON RS01755 WP 003772458.1 AVPAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ....TYASGAVTWKCTTT...................SDKKYVPSECRG 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ....LQANGDVTWTCTG..................GTLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ....LQANGDVTWTCTG..................GTLLAKYRPASCRP 136
NTDB id 1021088 ABZP20 RS02530 WP 012434937.1 LAQSSAPAAPVQWKCASASATAPT...GVT..VTLGSLPAKWAPAECR. 169
NTDB id 1424 RS RS02795 WP 011000517.1 LPVSSAPSGPIMWTCYAQNKAQAA...SSVAPSGTMSLAAKYAPAECR. 168
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