
logo MLLFKMRKQKSIKAGI
VLLYALFMSAI FVSLLFLQFYLNRVVAMTERQQNQSAQLSASRKAYLMIAEDVLTKQEDLAKDDNSFGEQLVTFKNEHGLRASRSYKHQKEQKE

NTDB id 1020956 ABZ559 RS11715 WP 367006523.1 MLLKRQSKAGILLYALFMSAIFVLLLQFYLNRVVAMERQQQSQLSASRAYLMAEVTKELAKDDSGELVFKEGLARYKQEK 80
NTDB id 400 FSA28 RS09375 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQE 80
NTDB id 391 SMU RS09005 WP 002263441.1 MLFMKKIKAGVLLYALFMSAIFSLFLQFYLNRVVATERQNQAQLSASKAYLIADLTQDLAKDNFGQLTFNHGRSSYHKQE 80
consensus !!*****!!!*!!!!!!!!!!!*!*!!!!!!!!!!*!!!*!*!!!!!*!!!*!**!**!!!!**!*!*!**!***!****
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VHLETQDGDQKSYSQYRFQNQCKVATPEANKLEPKEGEKKFRSVANKTFETSKSTI EKRHFQK
NTDB id 1020956 ABZ559 RS11715 WP 367006523.1 EQLQVSIHLEQGDKYSYRFQQKAPAKLPEEKR......ESSTEK..... 118
NTDB id 400 FSA28 RS09375 WP 002263441.1 GELLIKVHLTDGQSYQYRFNCVTENKEKGKFSVANKTFTKSIEKRHFQK 129
NTDB id 391 SMU RS09005 WP 002263441.1 GELLIKVHLTDGQSYQYRFNCVTENKEKGKFSVANKTFTKSIEKRHFQK 129
consensus **!****!!**!**!*!!!******!**************!*!!*****
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