
logo MLKI
LENKVTGGYVANIPVLKNDI

V
S
TFEVADGELVGL IGLNGAGKSTTINE I IGLLQTPYQGGQI SA IDGLSTLI SQQNDQPADSYRKQKIGFYIP

NTDB id 1020952 ABZ559 RS11300 WP 367006477.1 MLKIENVTGGYVNIPVLKNISFEVADGELVGLIGLNGAGKSTTINEIIGLLQPYQGQISIDGLSLSQNQADYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!!*!*!!!!!*!!!!!!***!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!***!**!*!!*!!!*!!

logo ETPSLYEELTLREHI
LETVALMAYDGI

L
P
DVDTEAGLMAVRAEDKLYLQKI

LFRLSDDEKLEDWFP I
T
N
QFSKGMKQKVMI ICAF IVDNPSLF I IVDEPF

NTDB id 1020952 ABZ559 RS11300 WP 367006477.1 ETPSLYEELTLREHIETVAMAYDIPVDEALVRAEKLLQIFRLSDKLEWFPINFSKGMKQKVMIICAFIVDPSLFIIDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!!!!*!!!*!!!***!*!***!!*!*!**!!!**!!*!!!**!!!!!!!!!!!!!!!!!*!!!!!*!!!!

logo LGLDPLAIASDLTIDELLAEEKANKGKAS I LMSTHVLDSAEKMCDRFVI LHQHGQI
V
R
LAVQGTI

L
D
EELQRKQTFAGDDSTSASLNDIYMAQLTKEG

NTDB id 1020952 ABZ559 RS11300 WP 367006477.1 LGLDPLAIADLTDLLAEEKAKGKSILMSTHVLDSAEKMCDRFVILHQGQVRAVGTLEELQKTFADSTASLNDIYMALTKE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!!!!*!!**!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!*!!**!*!!**!!**!!*!**!!!!!!!!*!!!*

logo

V
ELS

NTDB id 1020952 ABZ559 RS11300 WP 367006477.1 V.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


