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TGFKRYS I LASGSSTGNSFYLETPQKR I

LL IDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKYGHLD
NTDB id 1020940 ABZ559 RS07845 WP 273403598.1 MSDKGFKYSILASGSTGNSFYLETPQKRLLIDAGLTGKKITSLLAEIDRKPEDLDAILITHEHSDHIKGVGVLARKYHLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !** !!*!!!!!!!!*!!!!!!!!!!!!*!!!!!!*!!!!* !*!!!!!!**!*!!!!*!!!! !!!*!!!!!!!!!*!!

logo VYANAEANTWKQAI IMDDRGNMIGKI
LDVSTQKHI FDELRGKTI

KTFGDIDI ESFGVSHDAADQPQFYRFLMKDDGKSFVI
MLTDTGYVSDRMADG

NTDB id 1020940 ABZ559 RS07845 WP 273403598.1 VYANENTWKIIDDRNMIGKLDVTQKHIFERGKTKTFGDIDIESFGVSHDAADPQFYRFMKDDKSFVMLTDTGYVSDRMAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus !!!! !! *!** !!!!*!!*!!!!!* !!! !!!!!!!!!!!!!!!!! !!!!! !!! !!!!*!!!!!!!!!!!!

logo L I ENADGYL I ESNHDI E I LRSGGIYPWSLKQR I LSDKGHLSNDEDGAEQTMI
VRTI

LGNKTKKIYLGHLSKENNI
VKELAHMTMEKN

NTDB id 1020940 ABZ559 RS07845 WP 273403598.1 LIENADGYLIESNHDIEILRSGGYPWSLKQRILSDKGHLSNEDGAQTMIRTIGNKTKKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!! !!*!!*!!!!!!!!!!!!!!!!!*!!!!!!!! !

logo

A
NLMQADFLAGVDGHSDFMKMI

VYDTSPDETALPLATKI
NTDB id 1020940 ABZ559 RS07845 WP 273403598.1 NLMQADFGVGSDMMVYDTSPDEALPLTKI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!! *! *! *!!!!!! !!!! !!

X non conserved

X similar

X ≥ 50% conserved


