logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1250 GCO85 RS13065 WP 027219989.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1

226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1020938 ABZ559 RS07115 WP 367005696.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1250 GCO85 RS13065 WP 027219989.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1

226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1020938 ABZ559 RS07115 WP 367005696.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1250 GCO85 RS13065 WP 027219989.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1

226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1020938 ABZ559 RS07115 WP 367005696.1
407 SMU RS04605 WP 002262865.1

consensus

O e e N e A sts@f

..IYKLKKSGLTNQQILKVLEYGENVDQELLLGDI..
BT YKLKKSGLTNQQILKVLEYGENVDQELLLGD I
BIYKLKKSGLTNQQILKVLEYGENVDQELLLGD I

BT YKLKKSGLTNQQILKVLEYGENVDQELLLGD I
NI YKLKKSGLTNQQILKVLEYGENVDQELLLGD I

KLKK GLTNJ® ILJ VEBRTQKS|RSIAR)Y

****I** * %k [ sk 5k 3k 3k >k %k >k 5k 3k %k %k %k >k 3 3k % %k %k %k % k k % %k 3k 3k 3k %k %k *k k k *kkkk ok | okok ok * * % %

I Pl LRt o Sk o e L

MNSEFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSKQGAKSVEK IQGLER
MNSEFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLER
MNSEFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLER
MASFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLER
MNSEFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLER
NSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLER

D

kok |l kok Dokok | okkok | * 1 Dok Dokosk Dok DD D D skokokokok | %

T A T D o g8 e et o AL REM A

TA HIR A |QYVENITTIAVIGTGLD FYP|RaN QY IQENLVLSEYRIMGEIPLK HFPIRRNRIIAGLERGV V|JEAKI®R
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIENDHLVLSEYGPGEQPLKFHFPARNRITIAGLCRGVIVAEAKMR
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMR
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR

TAAHMAALQONGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMR
TAAHMAALQONGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR
T AH{A LEINGGWTIAVIGTGLDV YPKENR LQDYI [{ HL L EY

Dokororokkork D LD D DD D Lok Lok ko sk Dk Do Dotk ok DL L DD DT D Dok ok L 1 L

153
146
147
147
147
147
147
147
145
145

233
226
227
227
227
227
227
227
225
225



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1250 GCO85 RS13065 WP 027219989.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1

226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1020938 ABZ559 RS07115 WP 367005696.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1250 GCO85 RS13065 WP 027219989.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1

226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1020938 ABZ559 RS07115 WP 367005696.1
407 SMU RS04605 WP 002262865.1

consensus

LT R EECROEAL o D LG ML,

SIeR YN A R ML ISGINAAY T PR ui HN P INAR (e103:| Y S Rey Ve RAR]V ADARRDISLK IEHHQFTSNKPIFSLASGKENLVKFI

SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKL VT SGQDV L AEF E T |
SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKL VT SGQDV L AE F E T |
SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLV T SGQDV L AEF E |
SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKL VT SGQDV L AE F E T |
SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKL VT SGQDV L AE F E T |
SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHL IQEGAKL VT SGQDV L AEF E - |

FETTTIDXRI | DRSY" EQQVITSOCLAELELKCAV I AV Y IR EYER

GFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
................................................ 282
................................................ 282
................................................ 282
................................................ 282
................................................ 282
................................................ 282
................................................ 282
................................................ 280
................................................ 280

K non conserved
B similar
B >50% conserved

313
282
282
282
282
282
282
282
280
280



