
logo

MEF
M
L
A
S
G
I
N
G
R
V
T
K
N
I
D
I
M
V

K
P
T

R
V
K
HCSFCNGEKNSVEQNDPEQVKRRKI LIANGENDNDGAVF ICENYECVTEGLASYQSE I IKRYGEEELMKAEFEKVELPKQSHNATDELAFSKEDVI

P
T
KPKELKLAI

T
YL

NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYL 80
NTDB id 1020935 ABZ559 RS06915 WP 367005672.1 ..MAGNRTNDIKVHCSFCGKSQDEVRKIIAG..NGVFICNECVTLSQEIIKEEMAEEVL.....ADLAEVPKPKELLATL 71
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIAG..NGVFICNECVELSQEIIREELAEEVL.....ADLSEVPKPKELLAIL 71
consensus ********* **!!!!** ******!*!* ***!!!**!!*****!!**!**!*** *** ****!!!!*! !
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FA ICADATASLTEAG
NTDB id 1475 Cj0275 YP 002343717.1 DRYVIGQDRAKKVFSVGVYNHYKRLFKAEL.QDDDTELFKSNILLVGPTGSGKTLLAQTLAKFLDVPIAICDATSLTEAG 159
NTDB id 1020935 ABZ559 RS06915 WP 367005672.1 NEYVIGQDRAKRALAVAVYNHYKRISFTESRDDSDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATSLTEAG 151
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
consensus * !!!!!!!!!****!*!!!!!!!****!* *! !**!*!!!!!**!!!!!!!!*!!!!!!!*!*!!*!!*!!!*!!!!!

logo YVGEDVENI LTLRKLLIQAADGYDNVQERAQEKRGIVI FY I
VDE IDKIARKMKSGENRVS ITRDVSGEGVQQALLKI I EGSTLVVANS IVPPRQGGRKHPQN

NTDB id 1475 Cj0275 YP 002343717.1 YVGEDVENILTRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHPN 239
NTDB id 1020935 ABZ559 RS06915 WP 367005672.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPN 231
NTDB id 379 SMU RS04375 WP 002262816.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQ 231
consensus !!!!!!!!!!**!*!!!!**!*!!**!!***!!!!!!!***!!*!!!!!!!!!!!!!!!!!!!!!*****!!*!!!!!!*

logo QEFMIQIDTSKNI LFVICVGGAFDGLI ETDI LVKRQKRLGDEKVIVIGFFGDQDNANKEKIDEDDNQAKSASLYLMEQKE I EIPSDEDLIVQHKFGL IPELF IGRLHPVI
L
VASALNEEQ

NTDB id 1475 Cj0275 YP 002343717.1 QEFIQIDTSNILFVCGGAFDGLETILKRKLGDKVVGFFDDAKE..ENKALLEKIEPDDLVHFGLIPELIGRLHVIASLNE 317
NTDB id 1020935 ABZ559 RS06915 WP 367005672.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDDASYMQEIISEDIQKFGLIPEFIGRLPVVAALEQ 311
NTDB id 379 SMU RS04375 WP 002262816.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQ 311
consensus !!*!!!!!*!!!!**!!!!!!*!*!*!**!!*!**!!****!***** *****!***!***!!!!!!*!!!!*!*!*!**
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VKQYQAKTLFLAS IYDGVDENLKEFEDDEQEDAL IQRAIANQLKALI ERKTGARGLRS I I EEMTMVLDI

LMFELIPESYQKEEDYVDTCIKV
NTDB id 1475 Cj0275 YP 002343717.1 LNEEDMVRILTEPKNAIIKQYQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDIV 397
NTDB id 1020935 ABZ559 RS06915 WP 367005672.1 LTAEDLVRILTEPRNALVKQYQALLSYDGVDLEFDDDALIAIANKAIERKTGARGLRSIIEETMLDIMFEIPSQEEVTKV 391
NTDB id 379 SMU RS04375 WP 002262816.1 LTVDDLVKILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCV 391
consensus !* *!*!*!!!!!*!!**!!!! !***!!!*!*!***!! !!!**!*!!!!!!!!!!!!!!!*!*!*!!!*!****** !
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NTDB id 1475 Cj0275 YP 002343717.1 .ITKEVVKDNAKALLIKRKIS 417
NTDB id 1020935 ABZ559 RS06915 WP 367005672.1 RITKEAVEGKDKPILEIA... 409
NTDB id 379 SMU RS04375 WP 002262816.1 RITKKAVEGTDKPILETAS.. 410
consensus *!!!**!** *!**!* *
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