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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 1020922 ABZ559 RS03095 WP 367007203.1 ..MINNVVLVGRMTRDAELRYTPSNQAVATFTLAVNRNFKNQAG.E..READFINCVIWRQQAENLANWAKKGTLVGITG 75
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.D..READFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.E..READFINCVTWRRQAENVANFLKKGSLAGVDG 75
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNATR.... 156
NTDB id 1020922 ABZ559 RS03095 WP 367007203.1 RIQTRNYDNQQGQRVYVTEVIADSFQVLESRATREGNAGG............SYNSNGY.....NNNSFGGASSTNGYSQ 138
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGAS........QNFNSNQSN....GSQ.......QSGFTS 136
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.............GGYNEGNSG....GGQYFGGGQNDNPFGG 138
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..........PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1020922 ABZ559 RS03095 WP 367007203.1 PSQSQTPNF..ARDESPF.GNSNPMDISDDDLPF 169
NTDB id 624 LCA RS00040 WP 011373726.1 PQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
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