
logo MKMKRSKKWLLAVLLAGVASLLGSFVLGAVLTAACGSSNKKNSNSSTSEGKTVTYQGYVYANSTSDPDESTLDYIVTNSFNNTAGTPTSKDTSALVTVTNGVDGLLMENADQKYGNLVPSLV
NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 ..MRKKLLVLGVASLSFLALTACGSNKNSSSEKVYQYVYATDPDSLDYIVNFNATTSDLTTNGVDGLLENDQYGNLVPSL 78
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSK.SSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSV 79
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSK.SNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV 79
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSK.SNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSV 79
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logo AKEDWTSVSQKDGLTYTYKLIRKGI
VKWYTSDEGEEYADENVTANKDFVATGI

LKHAVAEDGSEKSASGAGI
LYL IVQDS IKAGLDSDYVLKSGAKTTNKDFSTNVGV

NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 AKDWTVSKDGLTYTYKLRKGVKWYTSEGEEYAEVTANDFVAGIKHAVEGESSALYLIQDSIKGLDDYVKGKTKDFSTVGV 158
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGV 159
NTDB id 324 STU RS16140 WP 011226306.1 AEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGV 159
NTDB id 292 STER RS06940 WP 011681419.1 AEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGV 159
consensus !*!!*!!*!!!!!!!!*!!!*!!!!!*!!!!!*!!!*!!!*!*!!!** *****!!*!!!!*!!*!!**!**!!!!*!!!

logo KALIDEDYTVLQYTLNKKNQPESPFYWNSKTTAYGQS ILLSFPVNEEDFLEKSNKGKKDFGTKSTDPSTS I LYNGAPYFFLLKNSLTAKSES I SEFLETVKNPEHNYWDAK
NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 KALDDYTVQYTLNNPESFWNSKTTAQILFPVNEEFLESKGKKFGT.TDPSSILYNGAYFLKNLTAKSEISFEKNPNYWDA 237
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDK 239
NTDB id 324 STU RS16140 WP 011226306.1 KAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDK 239
NTDB id 292 STER RS06940 WP 011681419.1 KAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDK 239
consensus !!*!*!!*!!!!**!!**!!!!!!***!*!!!!*!!**!!!*!!**!!!*!!!!!!***!!*!!!!!*!***!!**!!!*
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NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 KNVHIDQIKLIYNDGSETESIYKNFDDGVYSALSLNPNDSSYKSAAKKYDKNIVFGLQDSTVYSLHFNLNRTANQFTKKT 317
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKK 319
NTDB id 324 STU RS16140 WP 011226306.1 KNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKK 319
NTDB id 292 STER RS06940 WP 011681419.1 KNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKK 319
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LLNKDFRQSAIGNFALINDRETKAFYNQASQKMIVNGEKQDAGAASTKLGSALVRNLVFVPPSTDFVQS IAGTDKDTFGTDALVKTEEKLMDSNSYGDVEWKSDGVN
NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 SDSQKNDTKTAILNKDFRQAIGFALNREAFNAQKVGEQAASKSLRNLVVPPTFVQIGTKDFGTAVKEELDNYGDVWKDVN 397
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
NTDB id 324 STU RS16140 WP 011226306.1 TDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
NTDB id 292 STER RS06940 WP 011681419.1 TDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVN 399
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NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 LEDAQDGFYNPEKAKKSFEKAKEVLQSEGVTFPIHLDISVDQTYSVGVNQANSLKQSLEASLGKDNVVIDINQLTTDDYN 477
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQ 479
NTDB id 324 STU RS16140 WP 011226306.1 FADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLE 479
NTDB id 292 STER RS06940 WP 011681419.1 LADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLE 479
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NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 NTTYFANNAEQKDWDLAI.EGWSADYDDPSTFLDIYRPTDGSYIH.YVGLNPGQNADIVHQVGLDVFEDYLDEAVKETND 555
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYD.DPNNAAAAQVGLKDYDALLDSAASETTD 558
NTDB id 324 STU RS16140 WP 011226306.1 NVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNSAASETSD 558
NTDB id 292 STER RS06940 WP 011681419.1 NATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNSAASETSD 558
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NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 LQKRYTIYAKAQAAFTDSAVMIPIFT.RGGSPIVTKLKPYSSAFSWTGTKG..NSSFKYKKLLDEPVTAKEFYKAREKWL 632
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWL 637
NTDB id 324 STU RS16140 WP 011226306.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
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logo KEKAKAKESNAEKYAEQEKEDLAEDKHLVEK
NTDB id 1020907 ABZ559 RS00810 WP 367007668.1 KEKAKSNAKYEEELADHLE 651
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
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