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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1020897 ABZN20 RS16075 WP 367027577.1 .......................MPNGGAVANLRIATSESWKDQQTGQLQERTEWHSVVMYRRLAEIAGEYLKKGSKVYI 57
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPY.EEGY.........GQSQEAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPY.DEGY.........GQSQEAYQRPAQQSRQPAP 141
NTDB id 1020897 ABZN20 RS16075 WP 367027577.1 EGSLRTRKWQDKNTGQDRYTTEIIG....NEMQMLDRAGGGMGGGGTGAGEPDWDAPPAGGGS......RPRSSGGGYG. 126
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQG....DVLQMLDSRSS..GGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFN. 150
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQ..QGGMPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ. 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1020897 ABZN20 RS16075 WP 367027577.1 ...GGTGTGG.....SGAGSSQFDEGFDDDVPF 151
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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