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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEA.LSRGWSVKSGTGTED 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQA.INEGKTPSLTSTDE. 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQA.ISEGHTPSLVSSLP. 74
NTDB id 1365 NTHI RS01955 WP 011271973.1 ..MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNETTN....... 71
NTDB id 1020885 ABZN20 RS02480 WP 218806547.1 .......MKAVQKGFTLIELMIVVAIIGVLAAVALPAYQDYTVRAKVSELLLTAAKYRTDITEKCQLAGTCTASGTSLTV 73
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVA. 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLGV...AADANKLGTIA..LKPDPADGTADITLTFTMGGAGPKNKGKIITLTRT............AADGLWK 134
NTDB id 1197 PSJM300 03940 AFN76866.1 .....GYIGI...TDSTS.YCDVD..LD.TAADGH..IE.CTAKGGNAGKFDGKTITLNRT.............ADGEWS 124
NTDB id 1204 PSJM300 03935 AFN76865.1 .....GFIGI...GASTN.YCTVT..LI.ATATGS..IT.CTTQNGMPDRFNGKTITIART.............TDGLWD 126
NTDB id 1365 NTHI RS01955 WP 011271973.1 ..CTGGKNGIAADITTAKGYVKSV.....TTSNGA..ITVKGD.....GTLANMEYILQA.........TGNAATGVTWT 128
NTDB id 1020885 ABZN20 RS02480 WP 218806547.1 ..........QIGGKITGGSVS....D.....DGI..VKIKGSTA.TDSVGAAVSITLTPS.......WNS.AMGSAVWS 123
NTDB id 1109 OK783 RS10670 WP 157147416.1 ..........ASASTIKGKYVQKVEVA.....KGV..VTAQ..MA.STGVNKEIQDKKLSL.......WAKRQDGSVKWF 126
NTDB id 1191 AAC28468.1 484..945( ) ....G.NVIFDSANGLDGKYFAPGG.VTVTPDTGA..INIAFD....AGANAGKTMTITPTVIA.......ASGQISTWT 134
NTDB id 1424 RS RS02795 WP 011000517.1 ....G.SSVF...TPTKN..VANLTIAGTGTVPGQ..ITVTYT.....TAAGGGTLALVPTAAGTALPVSSAPSGPIMWT 137
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVG.VQEISASNATTN..VATA..TCGASSAGQ..IIVTMD....TTKAKGANITLTPT..........YASGAVTWK 131
NTDB id 1274 LPP RS09530 WP 011214168.1 V..........SPAATPN..VASI..AIGA..NGV..ITITY.....TAAAGGGTIVMTPTL.........QANGDVTWT 119
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V..........SPAATPN..VQSI..AIGA..NGV..ITITY.....TAAAGGGTIIMTPTL.........QANGDVTWT 119
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 CTSD.................QDEQFIPKGCSK..... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 CAST.................LDAKYKPGKCS...... 139
NTDB id 1204 PSJM300 03935 AFN76865.1 CTSD.................LDSRYKPGKCL...... 141
NTDB id 1365 NTHI RS01955 WP 011271973.1 TTCKGT................DASLFPANFCGSVTQ. 149
NTDB id 1020885 ABZN20 RS02480 WP 218806547.1 CTGAPA..................RYVPGSCR...... 137
NTDB id 1109 OK783 RS10670 WP 157147416.1 CGQPVTRTGDNDDTVADANNAIDTKHLPSTCRDESSAT 164
NTDB id 1191 AAC28468.1 484..945( ) CAPGAAN.............GIETRRLPTSCQ*..... 153
NTDB id 1424 RS RS02795 WP 011000517.1 CYAQNKAQAA.SSVAPSGTMSLAAKYAPAECR...... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 CTTT................S.DKKYVPSECRG..... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 CTGG................TLLAKYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 CTGG................TLLAKYRPASCRP..... 136
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