logo

NTDB id 1192
NTDB id 1197
NTDB id 1204
NTDB id 1365

NTDB id 1020885 ABZN20 RS02480 WP 218806547.1

NTDB id 1109
NTDB id 1191
NTDB id 1424
NTDB id 1002
NTDB id 1274
NTDB id 1258
consensus

logo

NTDB id 1192
NTDB id 1197
NTDB id 1204
NTDB id 1365

NTDB id 1020885 ABZN20 RS02480 WP 218806547.1

NTDB id 1109
NTDB id 1191
NTDB id 1424
NTDB id 1002
NTDB id 1274
NTDB id 1258
consensus

<0

logo

NTDB id 1192
NTDB id 1197
NTDB id 1204
NTDB id 1365

NTDB id 1020885 ABZN20 RS02480 WP 218806547.1

NTDB id 1109
NTDB id 1191
NTDB id 1424
NTDB id 1002
NTDB id 1274
NTDB id 1258
consensus

PAKAF RS23870 WP 024947914.1
PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1
NTHI RS01955 WP 011271973.1

0K783 RS10670 WP 157147416.1
AAC28468.1 484..945( )

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
LPP RS09530 WP 011214168.1
GCO85 RS09745 WP 014844212.1

PAKAF RS23870 WP 024947914.1
PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1
NTHI RS01955 WP 011271973.1

0K783 RS10670 WP 157147416.1
AAC28468.1 484..945( )

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
LPP RS09530 WP 011214168.1
GCO85 RS09745 WP 014844212.1

PAKAF RS23870 WP 024947914.1
PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1
NTHI RS01955 WP 011271973.1

0K783 RS10670 WP 157147416.1
AAC28468.1 484..945( )

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
LPP RS09530 WP 011214168.1
GCO85 RS09745 WP 014844212.1

I

....... VWM QKGFTLIELMIV AI GILAA A PAYQDYTERAMNV
...... WINGY QKGFTLIELMIV AIIGILAAIA PAYQDYTE

LAt

VA EGAS LASVNPLKTT.EI .I IWSVKSGTGTED

WA Q A
IRSTIVAQAJSAL

NAANAQSDLSV .....

¢iéﬁlé Qé g Ah¥§guX§gEv
SLTSTDE.

. SLVSSLP.
APY|SADWYELCVYSTNETTN

MAKYRTDEBEK CQLAF TCTASGTSLTV
LIEGQigs A YYlNH KDNTSAGV
GAWRADR[E NAAALVA.

........ IRT APNSSMINT T NIBNAEALVAGTPSTAG
......... INTLI\DS AJML A TABTNNALIJATQAATGY
......... INTLI\DS AIML A TABMTNNALIZATQAATGY
_______ 1% %k *okk ok Kk
X.-‘Kxgvi-:'z;céA A/”\A}(I\NKYVA( L '%IAE; = £ 59 *YI¢fBT£zAA.AL Wad N}E)\A/g l
ATKKEVPLGV. LKPDPADGTADIT TFTMGGAGPKNK KIPMNMNREN. . . ... ...... AIDGL K
..... GYIGI. TD TS. YCDVD .LD.TAAD{gH. . iiveeeee.....ADGE
..... GFIGI. ..G TR. YCTVT..LI.ATAT[ES. . veeeveewo.....TDGLIUD
.CTGGKNGIAADITEMAKGY\KSV. . ... TTSN[EA . .ARMIKGD . ... . @TLANMEYI|MQA......... TGNAATGMT
.......... QIGGKITGGSMS....D.....DEI.. WNS.AMESAV
.......... ASASTIKGKYWQKVEVA. ... .K@EV. . WAKRQD[¢SHK[IF
....G.NVIFDSANGLDGKYFAPGG.VTVTPDT[¢A. .JINWAFD. .. . AGANBEKISMESREAY IA . . ... .. ASGQIST
....G.SSVF...TP K . .JIANLTIAGTGTVP[EQ. . AJRV)MYAAGTALPVSSAPS[EPEM
SSCVG.VQEISASN ..JUATA. .TCGASSA[EQ. .psIMTMD. ... TTKAKEANISSRRAY. . . . ... ... YAS[EAMT\IK
Voo, SPA .. MAST. . AIGA. .N[EV. .JNSETY . ... .  THAAGCGISIVMNRANL. . . . ... ... QAN[EDMT
V..o, SPA L lQSI. .AIGA. .N[EV. .JNSRTY . ... TEHAAGEGESITMERANT. . . . ... ... QAN[EDMT
* 1 * |k
- A
.ligﬁlﬁéARNss.AAuAmN’ QAﬁYE ;EFRm SN LR
SD. . 150
AST . .. i 139
SD. . 141
TWCKGT .. .............. 149
GAPA. ... ... . . ... 137
GQPVTRTGDNDDTVADANNAED TISHLIZST@IDESSAT 164
APGAAN. . ........... 153
YAQNKAQAA.SSVAPSGTMSEAA 168
TT. . i 147
GG. ..ot 136
GG. ..ot 136

K non conserved
B similar
i >50% conserved

134
124
126
128
123
126
134
137
131
119
119



