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NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1

NTDB id 1020883 ABZN20 RS02330 WP 218806520.1

NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1307 DR RS10055 WP 010888596.1 G

NTDB id 1185 GTF74 RS11940 WP 000350195.1 IMNDQREYEEEDFSFE P

NTDB id 1176 A1552VC RS01160 WP 000350195.1 G IMNDIAQRSJEYEE)YSREWDFSFE |3

NTDB id 1283 ACE17W RS02630 WP 010947729.1 R N IMND QR EYEE)IRIEWDFSFE [\

NTDB id 1259 GC085 RS10305 WP 010947729.1 R N IMND QR EYEEIRIEWDFSFE [\

NTDB id 1194 PAKAF RS01995 WP 003084552.1 R N IMND QR P

NTDB id 1020 ACIAD RS04210 WP 011182164.1 R N IMND QR P

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 IR Ty IMND QR P

NTDB id 1060 ABD1 RS04380 WP 000355489.1 R N IMND QR P

NTDB id 1040 HON27 RS13360 WP 000355489.1 R N IMND P
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .

NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNEIA2AUSISZRIER D MP{¢ M\ LI RANE

NTDB id 1020883 ABZN20 RS02330 WP 218806520.1 . GEEGHNAUSINAV[ARNSPEMWYLIIRINE

NTDB id 1203 PSJM300 01605 AFN76401.1 Ne RERVSJAFNMQIAUWRA GIYIVIRRIN T | AINNSARGLVLIQYGINTG GKST LAAM

NTDB id 1307 DR RS10055 WP 010888596.1 . ANFNERGLVLVTGPTGSGKSTTLA M

NTDB id 1185 GTF74 RS11940 WP 000350195.1 RFRVNAFBIQE\RGOSAVFRTIP AN 1} GLVLVTGPTGSGKSTTLAAM

NTDB id 1176 A1552VC RS01160 WP 000350195.1 RFRVNAFBIQE\RGSYAVFRTIP AN 1 GLVLVTGPTGSGKSTTLAAM

NTDB id 1283 ACE17W RS02630 WP 010947729.1 ARFRVNAF QBRGA AVFRTIP AR} SRGLVLVTGPTGSGKSTTLAAﬁ

NTDB id 1259 GC085 RS10305 WP 010947729.1 ARFRVNAF QBRGA AVFRTIP ANl BIRGLVLVTGPTGSGKSTTLAAYY

NTDB id 1194 PAKAF RS01995 WP 003084552.1 ARFRVNAF QNRGAGAVFRTIP DAMYRGLVLVTGPTGSGKSTTLAAM

NTDB id 1020 ACIAD RS04210 WP 011182164.1 ARFRVNF QWNRGAGAVFRTIP 0 IFRGLVLVTGPTGSGKSTTLAAM

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ARFRVNAF QWJRGAGAVFRTIP @ IFRG VLVTGPTGSGKSTTLAAM

NTDB id 1060 ABD1 RS04380 WP 000355489.1 ARFRVNAF QRJRGAGAVFRTIP @ IFRG VLVTGPTGSGKSTTLAAM

NTDB id 1040 HON27 RS13360 WP 000355489.1 ARFRVNAF QNRGAGAVFRTIP ] IXRG VLVTGPTGSGKSTTLAAM
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NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1

NTDB id 1020883 ABZN20 RS02330 WP 218806520.1

NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1307 DR RS10055 WP 010888596.1 IIYALR ALR JAPD

NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHEIWKCLINQREVH ISYALRSALREDPD

NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHEWNKCLINQREVH ISYALRSALREDPD

NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVH[NSKKCL NQREVH WANALRSALREDPD LA TAAETGHLVFGTLHTNS AWK

NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVH@ENKKCL NQREVH WINALRSALREDPD LA TAAETGHLVFGTLHTNSAEK

NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHIXSKKCL NQREVH SIJALRSALREDPD LALTAAETGHLVFGTLHTHS AJAK

NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHINYKKCLINQREVH IMAALRSALREDPD LALTAAETGHLVFGTLHTp§S AIK

NTDB id 1081 FDQR49 RS05335 WP 006581387.1 EDPIEFVHMSKKCLINQREVH IPAALRSALREDPD LALTAAETGHLVFGTLHTHS AJAK

NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHMNSKKCLINQREVH IPAALRSALREDPD LALTAAETGHLVFGTLHTHS AJAK

NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVH@MNKKCLINQREVH IWHALRSALREDPD LALTAAETGHLVFGTLHTp§S AIK
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