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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVP 70
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 1020859 ABV589 RS10480 WP 367085762.1 MNTSPRQKILIVDDEPDIRELLEITLGRMKLDTFSARNLGEAQTLLQRNAFDLCLTDMRLPDGTGLDLVQHIQQRYPQLP 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 IVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAA 150
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH.DTTENALENKLLIGRSLPIQQLRIAIKKIA 158
NTDB id 1020859 ABV589 RS10480 WP 367085762.1 VAMITAYGSLETAINALKAGAFDFLTKPVDLTRLRELVSTALRMPAAG....GSVTSIDRRLLGDSPPMRALRKQIDKLA 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE....AEEAPVDNRLLGESPPMRALRNQIGKLA 153
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
NTDB id 1020859 ABV589 RS10480 WP 367085762.1 RSQAPVYISGESGSGKELVARLIHEQGPRAQQPFIPVNCGAIPSELMESEFFGHRKGSFTGAVDDKPGLFQAAHGGTLFL 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
NTDB id 1020859 ABV589 RS10480 WP 367085762.1 DEVADLPLSMQVKLLRAIQEKAVRSVGGQQETVVDVRILCATHKDLEAEVAAGRFRQDLYYRLNVIELRVPSLRERRDDI 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQ..MSAPINRAL 388
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAA 398
NTDB id 1020859 ABV589 RS10480 WP 367085762.1 EVLAAHMLQRLASNSGQPAAQLHPQALEALKRYRFPGNVRELENVLERAHTLCENQVIEAEDLRLSEGSCAVEG...... 390
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE...... 387
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 PLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPST.IY..RKLQTWNEKVKEKEKER.......... 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQ.TTVAAPQAV..KKLPSEGL..............ERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLK 461
NTDB id 1020859 ABV589 RS10480 WP 367085762.1 ...........GIA..DLTQIDNL..............EDYLENVERKLILQALEETRWNRTAAAQRLSLSFRSMRYRLK 443
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........GAA..SLSEIDNL..............EDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLK 440
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ............ 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KFGLDTETEQEV 473
NTDB id 1020859 ABV589 RS10480 WP 367085762.1 KLGLD....... 448
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLGID....... 445
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