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NTDB id 1020858 ABV589 RS10475 WP 367085761.1 MIAEAAHADSKQAQRLLRLYHLYRLSVGITLVLLISSNMDNRLLTSADDDLLRSGSWLYLVLNILLVVFLENTRRPAQLF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
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NTDB id 1020858 ABV589 RS10475 WP 367085761.1 SLALVDVLLLCGLFYAAGGVASAIGNLLIVSVAIANTLLRRRIGLLIAAIGALGIVASSFLLGLSQPLSANNYLQAGTLG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
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NTDB id 1020858 ABV589 RS10475 WP 367085761.1 ALCFAASLLVQGLVRRLEVSETLAEQRASEVVGLEALNALILQRMRTGILVLDEQRRVQLANHSAKSLLAQSHLEGHLID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
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NTDB id 1020858 ABV589 RS10475 WP 367085761.1 DYSPTLVERLQLWLSNPTLRPQSLKIPGNGLELQPNFIALAQSPNQQTLVFLEDLAQVAQQAQQLKLAALGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
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logo I RNPLGAI SHAAQLLGQESEELDAGAPDRRLTQI IQDHQSKQRMNLRVI ENVLQLSRRQRQASAEPQQRLDLKEPWLEQHRFVADESYPREGQRALNRENDR
NTDB id 1020858 ABV589 RS10475 WP 367085761.1 IRNPLGAISHAAQLLGESEELDGADRRLTQIIQDHSQRMNRVIENVLQLSRRQQSAPQRLDLKPWLEHFVAESREQANER 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!! !!!!!!**!!!!!!!!!!*! !!! !!!!!!!!!!! ! !! !!!!*!! *!! ! *

logo

Q
S
E
S
I
LHLQR I

L
G
N
A
SGDFI IQTLRMDPDHQLNTQI

VLDSNLLVQRNGLWRHYSALQALHEGQRAGEQVWLASLAF IRDPDESDQLAPVLE I
V
I
QDDNGPGVPAPDKQLQNSHNLFEP

NTDB id 1020858 ABV589 RS10475 WP 367085761.1 QSIHLRINSGDFITLMDPDQLTQILDNLLRNGWRHSALLHEQAEVWLALFIDPDSQLAVLEVQDNGPGVPPDQQSHLFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
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NTDB id 1020858 ABV589 RS10475 WP 367085761.1 FFTTSSQGTGLGLYLSRELCESNQARLDFKPR.QGGGCFRITFAHGRKQS 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!! ! !!!!!!!!!!!!!!!!!!!*!***!* !!!!!!!!!!!*!! !
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