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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDEGY 74
NTDB id 1020764 ABUE11 RS15465 WP 367066238.1 ......MKTQLQKGFTLIELMIVVAIIGILAAVALPAYQDYTVRSKVSEVLIAASSPKSLISEAFQSDSLAGVTAAATEY 74
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1109 OK783 RS10670 WP 157147416.1 ASAS..............TIKGKYVQKV.....EVAKGVVTAQMA...STGVNKEIQDKKLSLW..........AKRQDG 121
NTDB id 1197 PSJM300 03940 AFN76866.1 I..........GI.....TDSTSYC.DV..DLDTAADGHIEC....TAKGGNAGKFDGKTITL.............NRTA 119
NTDB id 1020764 ABUE11 RS15465 WP 367066238.1 NARPAAE............KTSKFVGGI..TI.DTATGDITVTTAAAATSGLPTDAAGTNVVFRPNVNNVAL..AAGATG 137
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAVP..AATSTG 149
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.TA.......AGGGTLALVPTAAGTALPVSSAPSG 132
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSC.......VGVQEISASNATTNVATA..TCGASSAGQIIVTMDTTK.......AKGANITLTPT..........YASG 126
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVASI..AIGA..NGVITITY.TAA.......AGGGTIVMTPTL.........QANG 114
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQSI..AIGA..NGVITITY.TAA.......AGGGTIIMTPTL.........QANG 114
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NTDB id 1109 OK783 RS10670 WP 157147416.1 SVKWFCGQPVTRTGDNDDT...VADANNAIDTKHLPSTCRDESSAT 164
NTDB id 1197 PSJM300 03940 AFN76866.1 DGEWSCAS....................TLDAKYKPGKCS...... 139
NTDB id 1020764 ABUE11 RS15465 WP 367066238.1 AIDWACTSSTNTTSTARGLGNNAVAPATPLPAKYAPSECR...... 177
NTDB id 1188 NELON RS01755 WP 003772458.1 AIDWACASAAKETAD.KRFGTGSGVAVGTLPAKYAPSECK...... 188
NTDB id 1424 RS RS02795 WP 011000517.1 PIMWTCYAQNKAQAASSV....APSGTMSLAAKYAPAECR...... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 AVTWKCTTT...................S.DKKYVPSECRG..... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 DVTWTCTGG...................TLLAKYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 DVTWTCTGG...................TLLAKYRPASCRP..... 136
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