
logo

MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVK

NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
consensus

logo

ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG

NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
consensus

logo

EGQKDLKLGELLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL

NTDB id 1028 TT RS08215 WP 011173991.1 EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL 240
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
consensus

logo

LRSDALRYGAVP IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSRE
M
A
V
S
A
L

NTDB id 1028 TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 .............................................................................MVA 3
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .............................................................................MS. 2
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .............................................................................MS. 2
consensus



logo

A
K
D
E
A
S
L
M
T

A
E
P

K
L
V
A
F
L
Q
A
E
H
K
T
E
G
Q
T
E
L
S
P
V
Y
P
V
K
R
M
A
H
S
F
L
K
P
Q
V
S
T

P
N
G
I
F
L
A
F
I
L
V
G
S

A
E
Q
T
R
A
L
V
R
I LMRVLSEQKLNVAEEQKGHIKVYLAIVLDRNSTKPQVFAAKQESTDKNTQVMAE I

Q
E
A
H
Q
T
S
E

I
V
Y
A
L

H
I
V
Y
L
D
N
Q
T
K
E

A
E
L
K
Q

Q
S
A
V

A
L
Q
R
S
K
K
S
R
A
A
E
F
G
S
R
K
G
G
K
S
T
Q
I

E
N
R
D
S
F
I
T
L
M
V

E
I
L
V
P

D
Q
A
P
E

E
M
T
A
Y

I
L
F
V
I
L

D
G
K
Q
E
S

A
D
E
L
N
S

F
K
V
S
G
A
H
K
S
V
F
I

V
I
F
L

H
Q
R
T
S
A
S
P
H
K
L
Q
E
S

A
D
L
Q
S
T
E

I
L
T
A
A
H
L
Q
E
A
I
L
Q
H
T

A
V
I
L

A
S
A
H
L
Q
R
T
S

N
Q
E
V
I

L
F
A
S
G
A
V
E
Y
L

S
P
C
E
I
M
Q
L
Y

F
P
V
T
L
E
S
D
I
P
L
E
G
R
D
N
S

A
C
E
H
R
Q
V

D
F
I
L
Y
E
P
D
T
V
P
R
Y

NTDB id 1028 TT RS08215 WP 011173991.1 KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPP 400
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDY 69
NTDB id 1293 VP RS12240 WP 005479695.1 ...........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEY 69
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEY 69
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDV 77
NTDB id 1110 NGFG RS09235 WP 003689817.1 ...........MSVGLLRILVQNQVVTVEQAEHYYNESQA.GKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHYPR 68
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 ADSTPKAEQPVVLPGLARALMSVGKLNQKTAEEIYKKSLSGRSNFIAELIGASAVTSSDLAHTVSSIFGAPLLDLDALDR 83
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .....AFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDP 77
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .....ALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDT 77
consensus * *** *!* **** * * ** ** * ** ** ** *** ** *** * *** **

logo

D
G
H
S
A
L
N
P
Q
T
R
S

F
G
V
I
L
A
L
C
P

H
M
P
V
K
Q

G
L
N
T
Q
D

K
V
L
I
V
G
L

N
P
T
D
L

P
Q
R
E
D
E
K
Q
L
M
C
I
K
L
R
V
Q
T

A
E
K
R
F
H
Y
A
D
G
H
N
R

C
M
I
V
A

F
M
V
L
V
P
H
I
V
L
A
H
I
N
R
S
V
F

H
L
Q
S
K
R

E
Q
T
R
N
P
S
G
D
H
Q
T
S
N

I
K
L
N
V
R
T

V
L
F
V
I
L
Y

F
V
L
L
A
M
T
V
D
K
A
S
N
DPRSTHKLQNMLIQALPEQQSAAMILEKQEDAEKDTVFIKQVRLSFHTNAALSTQKGRKGLNI

M
Y
L
A
E
G
K
L
N
Q

T
V
A
D
H
E
A
W
P
L
A
I
V
V
L
I
V
A
T
D
E
D
E
T
Y
F
H

A
H
R
D
Q
A
E
K
I
L
A
I
Q
E
S
T

G
Q
R
T
K
A

V
A
L
V
L
I
G
S
D
E
R

A
E
N
Q
W
R
F
T
V
H
L
A
G
L
F
Y
K
S
T
G
A
K
T
R
A
K
S
I
S
T
E
L

E
G
L
Q
S

NTDB id 1028 TT RS08215 WP 011173991.1 DPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAEL 480
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGRSIQ 144
NTDB id 1293 VP RS12240 WP 005479695.1 ASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGRSLS 144
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGRSLG 144
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTAKES 152
NTDB id 1110 NGFG RS09235 WP 003689817.1 HRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSRSTS 143
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 SRLPHDLLDPKLCQAYRVVVLSKRNNRLIVATADPTHQEAAEKIKFTTQ.....MGVDWVIAEYDKLIQLVEATAKTSSE 158
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHF..... 147
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHF..... 147
consensus * * ** *** ** **** *** ***** *!*** ********** * ** **** * ** ** **

logo

G
H
S
Q

A
G
L
T
E
A
I
K
L
E
N
Q
S
Q
E
G
G
I
Y
L
G
A
K
V

G
K
E
D
E
G
G
Q
T
S
D
E
G
H
S

E
F
N
D
E
L
I
F
A
D
E
G
S
N
K
T
D
Q
I
D
EEFLGDAGNSLEDL IVEKNDSAILVESGDDGPADEHKPADPQTEESTADHDQELSTDEI ILNQEDESVYNDPETI SADEANTPDAEKPSLLQVESAGKLTVQEDDEGASAPAIVPQSVKRYFLVIKHNQKMTLVI ILRSILEDALFIVLNRSQKMDRSGASDLIHI

FEFPRYQERHKNDENQMSAVYQRI
VRFYLRQICVD

NTDB id 1028 TT RS08215 WP 011173991.1 SEI...AK....EFAK...........KQAEEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRID 542
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GAANQGK.....EISQDELANLVKVS..DDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCD 217
NTDB id 1293 VP RS12240 WP 005479695.1 HEKSGLK.....EINQEELASLVDVG..ADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCD 217
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QEKSGLK.....EINQDELAGLVDIG..EDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCD 217
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QGLSEYVEDSG.DLE....GLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQD 226
NTDB id 1110 NGFG RS09235 WP 003689817.1 .LLQELGEGQEE...............EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVD 207
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 .TLEGIVGGGDFEFGDI......SVEDAPEDSNDTAPAEVEDAPVVRFLHKMLLDAFNMRASDLHFEPYEHSYRVRFRID 231
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......VEETHFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVD 221
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......AEESSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVD 221
consensus * ** * * ** * * ***** *********!** *!!!*!*!*** ***!*!*!

logo GAEQVI LHVIRLPQEYTVI SVQANSTQLPAPAKNILSGSAQHAIVLKLRASEGSTNRAKQRI
V
L
I
T
S
A
A
S
V
R
V
L
IKI

V
I
L
M
G
S
G
N
Q
R
K

M
L
N
DIASERKR I

V
LPQDGGRFVMIQRKMYLTRKEFIMVLGQNSPRQKGAGSDI

R
K
T

D
P
T
V
A
V
IDLMFRLVNSSTCLPTSVLAWYFGEKALVIV I

M
LRVILLKNDKPSDGASASDAAINKMSPLENDGI

NTDB id 1028 TT RS08215 WP 011173991.1 GALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYRE..GAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEI 620
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDI 296
NTDB id 1293 VP RS12240 WP 005479695.1 GILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDI 296
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDI 296
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGI 305
NTDB id 1110 NGFG RS09235 WP 003689817.1 GQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNI 287
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 GELREIASPPIAIKEKLASRIKVISRLDISEKRVPQDGRMKLKVGP.DRVIDFRVSTLPTLFGEKIVIRILDPSSAKLGI 310
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGI 300
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGI 300
consensus !*!*** *** * ******!******!*!*!*!!!!****** * ***!*!****!!**!!!*!*!*!***** * !



logo

N
E
D
D
Q
K
ALGFYANSEDEPDFGSVEQEVQFRKKTAEQNRLLYFKMLDKNEVAI

L
D
H
K
Q
S
N
R

K
RPYQGI

M
F
V
L
I L IMVTGPTGSGKSTFVTSTLFYSTAICGLKRSNLRI ILANKTI

S
E
P
D
G
H
Q
S
E

A
K
S
I
VNTIQASTI

AEDPASVEYI EKYNI
V
L
E
S
PGVINQTVQNI

VQNDEPQKQVAIGFLGTFSA
NTDB id 1028 TT RS08215 WP 011173991.1 EDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFA 700
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFA 376
NTDB id 1293 VP RS12240 WP 005479695.1 DKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFA 376
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFA 376
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFS 385
NTDB id 1110 NGFG RS09235 WP 003689817.1 DQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFA 367
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 DALGYEPEEKERLLNAINRPYGMILVTGPTGSGKTVSLYTCLNLLNKPGVNIATAEDPSEINLPGVNQVNVNEKAGLTFA 390
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFA 380
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFA 380
consensus * !!* * ** ****** *!*!**!*!!!!!!!!*******!***** *!**!*!!!*!****!*!!*******!**!*

logo

G
R
E
AALKRASFLRQDPDVIVIMVGE IRDSLDETAKDE I SATVI EKASALQTGHMLVFIMLASTLHTNDNSAPAAQTEATI

V
L
N
S
I
TRMLADLVSRENMGI

V
P
A
E
T
P
SFNLI SAATSASLVTINSGLVI LMTI SAQRLLVARKRVL

NTDB id 1028 TT RS08215 WP 011173991.1 RALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRV 780
NTDB id 1168 A1552VC RS11070 WP 000957200.1 EALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRL 456
NTDB id 1293 VP RS12240 WP 005479695.1 EALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKL 456
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKL 456
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKL 465
NTDB id 1110 NGFG RS09235 WP 003689817.1 AALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRL 447
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 AALKAFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITAQRLARRL 470
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRL 460
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRL 460
consensus *!!**!!!!!!!**!!!!!!!**!!*!***!**!!!*!**!!!!!*!*****!* *!!* *!!**********!!!*!**

logo CEKNPSSHYQCRKAERVIQAVEP I
R
A
Q
V

K
Q
R
D
E

D
H
R
V
I
P

D
F
N
S
T
P
A
E
H
K
P
T
V
S

E
L
N
R
A
Q

Q
T
L
S
A
G
Q
L
K
R
S
I
L
Q

Q
R
H
E
A
F
I
V
M
L

A
G
L
Y
I
F
A
K
R
S
Q
T

D
N
T
P
E
N
Q
A
T
E

E
D
N
Q
I
L
D
L
Q
V
I
A

H
Q
G
K
P
E
G
N
S
D

A
L
F
W

Q
V
Y
F
K
R

E
I
Q
R
T
V
L

F
A
Y
E
Q
K
R
N

G
A
P
A
M
D
VGCDHLSENADQRECGNRTGGNQSTEHGYRSKGRAYTVAGLVI FHYQELVLMARVKPMVFINSDTDKTPESEMILAGRQSHQKRELVIALI LVIMANQRSEKNRDGKAGTNSEISVAMTVHLGQDELIKLAEDERAKAIQTVLSA

NTDB id 1028 TT RS08215 WP 011173991.1 CEHCKVEVKPDPET.LRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIA 857
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CKHCKIAVRPSALL.QSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLA 530
NTDB id 1293 VP RS12240 WP 005479695.1 CPYCKQPQEHTVQL..QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLA 529
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CPYCRQPQEPNSQL..QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLA 529
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLA 542
NTDB id 1110 NGFG RS09235 WP 003689817.1 CSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVA 526
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 CPQCKEPADIPHAS.LIEAGYREEEID.GSWVTYRAVGCSACN.NGYKGRVGIYQVMPISEEIQRIILRDGSAMDIAAQA 547
NTDB id 1018 ACIAD RS01685 WP 004920473.1 CSQCKRPIQVPERS.LLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATA 538
NTDB id 1058 ABD1 RS01615 WP 001274986.1 CSQCKIPADIPKQS.LLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAAS 538
consensus ! !* * * * * **** * ** ** **!! *! !!*!!******* ***** *** ** *** **

logo

K
Q
Y
E
I
R

L
R
S
T
K
A

K
L
E
NGVFMKLRSVNQDSNTI

L
F
Q
R
Q
M
E
R

D
A
S
A
GI
L
L
K
Y
EKI

A
L
V

L
R
M
K
I
E
QGLVITTS IFLARSQEE I

L
V
T
L
N
Q

A
R
N
R
VLTI

V
N
S
Y

D
F
E

NTDB id 1028 TT RS08215 WP 011173991.1 RRKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 IANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 YKEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1020761 ABUE11 RS14680 WP 367066044.1 RLEGVRSLREAALYKAKIGLTSLEEVLAVTNE 579
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
consensus !* *** *** !***!*!** !***** *



X non conserved

X similar

X ≥ 50% conserved


