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NTDB id 1020754 ABUE11 RS03820 WP 367067758.1 MFSFFKKKSPSPAAPTETPAPDAAPAT.......PVSAPQADTPAT..........DTPKSGGALGWLRKSLGGQDAPAA 63
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 1020754 ABUE11 RS03820 WP 367067758.1 QA...........PATPDAAPPAVPEPAPKPEGARQGWMERLKSGLRKTG....SSIATVFTGTQINDALYEELEDALLM 128
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 1020754 ABUE11 RS03820 WP 367067758.1 ADTGVKATQHLLTDLKRRVKETKTTEPAAVKALLADALADLLRPLEKPLVIGE.HSPTVIMVAGVNGAGKTTSIGKLTKH 207
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 1020754 ABUE11 RS03820 WP 367067758.1 LADHGESVLLAAADTFRAAAREQLGVWATRNTVEIISQEGGDPAAVSFDAVTAGRARGKDVVLVDTAGRLPTQLHLMEEL 287
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 1020754 ABUE11 RS03820 WP 367067758.1 KKIRRVVTKAEASAPHEVLLVIDGNTGQNALTQVRAFDDALQLTGLIVTKLDGTAKGGVLAAIAQERPVPVYFIGVGEKV 367
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 1020754 ABUE11 RS03820 WP 367067758.1 EDLETFNAREFAQALLA 384
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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