logo

NTDB id 1020722
NTDB id 382 SMU
consensus

logo

NTDB id 1020722
NTDB id 382 SMU
consensus

logo

NTDB id 1020722
NTDB id 382 SMU
consensus

logo

NTDB id 1020722
NTDB id 382 SMU
consensus

AB1F71 RS10075 WP 011074697.1
RS09895 WP 011074697.1

AB1F71 RS10075 WP 011074697.1
RS09895 WP 011074697.1

AB1F71 RS10075 WP 011074697.1
RS09895 WP 011074697.1

AB1F71 RS10075 WP 011074697.1
RS09895 WP 011074697.1

TELAUTHDNE VLG ROAE LL ROOTE O R Y

MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII
MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPITIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII
N

S AT ELCR AL e DA S TS L L Sk

KKISDDDSMKQAITIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ
KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ
L e e e rrrrrrrrrrrrrrrrrrrnd

L) EXOLOR AL RSN AL L L W MR

GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK
GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK
Prrr e rrrrrrrrrrrrrrrrrrrrnd

L

ISFSSEEDFNRLMNKLN 257
ISFSSEEDFNRLMNKLN 257
N

X non conserved
B similar
>507% conserved

80

160
160

240
240



