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DGALTESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDY]
DGALTESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDY]

GALME VAPWFIKVSLDETNRMMRM TDLLEILSEIDNINTSHLDVELMNFTAFpMY IL RFDJY |€40 WSIKIGYE RDY]
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PDKSVWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQ
PDKSVWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQ
PigNS W EIDTDKMTQV DNILNNAIKYSPDGGK T IMIMTT IQ ILSISDEIGLGIPKWNDLPBRIIFDRFYRVD ARSRAQ

T LARE ACERC 1 ASEE 2 TFT IV ehoaioe Ecpeos

GGTGLGLAIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
GGTGLGLAIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
GGTGLGL TAKEI KQHKGFIWAMSEMGIGSTFTIVLPY ADINASY WWE N 449
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