logo

NTDB id 1020611 ABVF41 RS07035 WP 002262935.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1020611 ABVF41 RS07035 WP 002262935.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1020611 ABVF41 RS07035 WP 002262935.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1020611 ABVF41 RS07035 WP 002262935.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

o RTLCLULSTN ISR, .... L SREL UL

WITENTNKSQRKQQKLCES|RMA A)WSMEVCEIRMIATSDHIMDSNIFTIKQAAQLLTGKNKDI SNGSMSHQATPSQELAN V TD
TRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK
TRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK
TRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK

TRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK .
o | e TTL ! NN

AL NS LTRSS VTV HET TG LSATRRRRE TS T

TVPTVANALLSKATRQY NR[NETGNGATRW[NPES

Q
AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP,
AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP

AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP,

AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP
Tl UL b Dok b DL e Lo b b b L b 1ok ] I IS

rLKTEADR LA D SATA e TN SRR

GWHQ § LIgGIYIHAVDRGHLL YAL GGLESJFDASTSNPQN ApQEIAWAN A

GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]
GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]
GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]

GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY|
NN N NN N N R N o ey W

MBS QU EMEN) L ADRT ET

E\S Sj3l EAKSSDGBLEFNV] PNVQEGLEIRIDYRITG ViEWR 293
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQEEEYEN
NEIEEIEY o baer DUL DL LR L L b L ULl L L b L ]

X non conserved
B similar
>50% conserved

160
140
140
140
140

240
220
220
220
220



