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NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTD...... 71
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTA..AG 78
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTA..AG 78
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTA..AG 78
NTDB id 1020548 QRP18 RS12675 WP 025508892.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAVAIPAYQDYVKKSEAASALATLKSLITPAELYYQENGTSS......A..AG 72
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAA......A..AT 72
consensus ** *** !*!!!!!!!!!!!!*!!*!!!*!*!*!!*!***! ** *!! ****** *!*** ** *** * **
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIALKPDPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPKGCSK..... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 EGYIGITDS.TSYCDVDLD.TAADGHI...ECTAKGGNAGKFDGKTITLNR.TADGEWSCASTLDAKYKPGKCS...... 139
NTDB id 1184 GTF74 RS02335 WP 000649326.1 FTRLGTVEDMGDGKIVIAP.TASG.ALGGTIKYTFDA..GVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKGCTAGATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 FTRLGTVEDMGDGKIVIAP.TASG.ALGGTIKYTFDA..GVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKGCTAGATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 FTRLGTVEDMGDGKIVIAP.TASG.ALGGTIKYTFDA..GVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKGCTAGATIN 153
NTDB id 1020548 QRP18 RS12675 WP 025508892.1 LSDLGSVASANDLGTLTSA.IGSGSGAVPTLEFAFGSNSSMTSSDTLTFSR.SATEGWSCARAGT.VPAIDGCQ...... 143
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAIDSA.LAGG...SPTLTFTFDADSSID.GGILTFTR.DAATGWSCLPTAP.AIAVDGCS...... 139
consensus * *!**** * * **** ** ** ***** ** ** *** ! *! **!*!***** *****!*
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