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TSSWQKFERLNT AT KDVAQ{A VSTATVSRAt N EKVSSSTRKRVEQAV{EA YS NS{ARNtRRNESKT VI V
............. MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVP
VSIS e A IRy A TMK DV AQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVP
............. MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVE AVLEAGYSPNSLARNLRRNESKTIVRIVP

O L T LR A

DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQK RENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF

AL TR DLAFEALTO R L R LARL s vt A

APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGP[NSIABMLCQFREIQGYQQALRRAGI [§l Ppyvieynge F F  GAKA

e

VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRQLLALPEQPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELL

K LN e

KGHDVHSGSRLLETKLVVRGSAAPPQRA 335
KGHDVHSGSRLLETKLVVRGSAAPPQRA 348
GSRLLETKLVVRIZSAAPPE] |8 335

GHDV

X non conserved
B similar
> 50% conserved

147
160
147

227
240
227

307
320
307



