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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 MRTGMFALGLGLLTLRFLPALPPT........AWLLAMFVLALMLLPFR....TYPLAFFLLGLGWACISAQWALNDRLQ 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGLLLLPFR....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 PALDGQTRWVEGRVVGLPQQTSTGVRFELADGRS.RTARLPQRIRVSWQG....................GPPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
consensus ****!** ***! ! *!!* * ***!!** * ! * ***! !*!**!*! *!****!*!!

logo

Q
RLTAAILTRLKRPAHSSGMLLMVNFPGHSAGFDGYEYAAWMLLADQRDRI

M
V

R
GAATGSTYI

V
Y
K
A
D
TGEKQRAILRAENPAALMGEADAGSGVGLRSRSVEGNRAWRADARSLVRRQHRLKLTAAVDELPAEHQAGRYREA

NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 RLAITLKRPAGLLNFHGFDYEAWLLAQRMGATGSVKDGQRLAPA..............RNAWRDSVRQRLKAVDAQG.RE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 AGLAALVLGDGSGLATADWQVLQDTGTVHLLVISGQHIGLLAGLIYGLVA.......GLARYGCWPR..ALPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWPQ..RLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 AFTAALGYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGVWWPLLLALDGVLVLEPLASLQPGFWLSFAAVAVLVLAFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 R..............LGPWRIWQAWTRPQGLIAIGLFPVLLVQGLPISLSAPVANLFAVPWISLVVLPLALLGTLLMAVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 WVGEGLLWLAGGALDGLFRGLTLLAGLRSAWVPAEVPVGYWLLSAVGAVLLLLPKGVP...FRLLGWPMLMVAIFPPRAL 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 VPHGQVEVLQLDVGQGQAVILRTRHHTMLYDAGPRSGAA.DLGARVVLPALQKLGVGALDLMVISHAHADHAGGATAVAR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
consensus ** ! *** *!*!!! *****!* ! *!*!*!!! !* !***!!**! !* *!* **!****!!***!!!!!* ** *

logo

G
A
L
M
V

A
PVRGARTMVVLAGSSGLESPAEPRGHGLERQARLAPLAAFGI

L
E
D
A
P
T

A
Q
R

G
P
SC I

R
V

A
S
TGEQQRWAETWNDQGVANSFSE I

L
V

L
W
Q
R
Y

P
W
P
S
V

QVPSDRAG
QAVTNSGPSNAPQAKRSCVLMRI

V
A
E
Q

N
A
Q
A
R
G
Y
E
A
R
A
L
M
LLAT

NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 ALAVGRVVGGESAG.......LPAFLDTQPCISGEQWEWDGVSFELWQWS......GATSPNPKSCVLRVQAQGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 GDIDQAAERAFLT..SPLAVPTDWLQAPHHGSRSSSSWPLLQRLAPSSVLISRGRGNAFGHPHPQVMERYQALGSQVYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1020524 AAFM42 RS27970 WP 081006383.1 AERGAVRLQLGTFQ..APVVARSQRRFWREALP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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