
logo MAKQTKKSTAKQTF IQVCRQSNCGGYEQNSPKW
Y
M
Q
LGKRCPGHNCGAESWNSTSLMFEVETE I

M
V
I
V
E
K
L
V
K
P
A
A
E
A
P
V
A
S
K
G
N
N
R
ARASVARSFLQSTHSGSWEAVQSGTQVKQSTAKVPQSML

P
K
I
L
T
A
S
E
I
V
E
S
T
A
T
S
S
V
I
E
N
E
V
P
Q
NRVTPKTGQELMGNEELF

NTDB id 1020482 ABU615 RS01115 WP 370389024.1 MAKQKTQFQCRSCGGQSPKWQGRCPHCGEWNTLEETIVLPAASGN.SRFQSWASGQSAVQLLAEVSAVEVQRTPTGMNEL 79
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQLGEF 80
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEF 77
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NTDB id 1020482 ABU615 RS01115 WP 370389024.1 DRVLGGGLVDGAVILLGGDPGIGKSTLLLQTIALMAE.EESVLYVSGEESAQQVALRAQRLGIQADRVHLLAEIRVEAIS 158
NTDB id 125 BSU 00870 NP 387968.1 NRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYIS 160
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 238 SPD RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 204 SPR RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 169 SP RS00155 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
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LAKQTKQNGNIPSAMI LFLIVGHVTKDEGASTI
LAGPRLVMLEHMVDTVL

NTDB id 1020482 ABU615 RS01115 WP 370389024.1 AAIARLNPKVKVVVIDSIQTMYSDSITSAPGSVSQVRECAAQLTRLAKQQGISMLLVGHVTKDGAIAGPRVLEHMVDTVL 238
NTDB id 125 BSU 00870 NP 387968.1 SAIQEMNPSF..VVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVL 238
NTDB id 279 KZH43 RS00140 WP 074017595.1 AEVERIQPDF..LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 238 SPD RS00140 WP 074017595.1 AEVERIQPDF..LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 204 SPR RS00140 WP 074017595.1 AEVERIQPDF..LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 169 SP RS00155 WP 074017595.1 AEVERIQPDF..LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AEVERIQPDF..LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 509 SM12261 RS00130 WP 078228442.1 TEVERIQPDF..LIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
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NTDB id 1020482 ABU615 RS01115 WP 370389024.1 YFEGETHSNYRMIRAIKNRFGAANELGVFAMTEKGLKGVSNPSALFLSSYRDDVPGSCVLVTQEGSRPLLVEIQALVDDA 318
NTDB id 125 BSU 00870 NP 387968.1 YFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPT 318
NTDB id 279 KZH43 RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 238 SPD RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 204 SPR RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 169 SP RS00155 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 509 SM12261 RS00130 WP 078228442.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
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NTDB id 1020482 ABU615 RS01115 WP 370389024.1 HGFAPKRLTVGLAQERLAMLLAVLNRHAGIACYDQDVFLNAVGGVKITEPAADLAVILAMLSSHRNRPLPEKLIVFGEVG 398
NTDB id 125 BSU 00870 NP 387968.1 SFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVG 398
NTDB id 279 KZH43 RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 238 SPD RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 204 SPR RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 169 SP RS00155 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 509 SM12261 RS00130 WP 078228442.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
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V IGVANTNSTVIAQEAGVVLDRKATKSVLRFGRAGN
NTDB id 1020482 ABU615 RS01115 WP 370389024.1 LSGEIRPVPRGQERLREAEKLGFTHAIVPVANCPKRAADFPGLTIIGVNSVQEGVDASRRN 459
NTDB id 125 BSU 00870 NP 387968.1 LTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWT.KPKGIEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT.LPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT.LPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT.LPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT.LPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT.PPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT.PPKEIQVIGVTTIQEVLKKVFA. 453
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