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NTDB id 1259 GCO85 RS10305 WP 010947729.1 e PPMIRVDG Y IMND A
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NTDB id 1060 ABD1 RS04380 WP 000355489.1 e GMASDLHLSAG PPMIRVDG RRINLPP\LIMHIADVEI L Y IMND P
NTDB id 1040 HON27 RS13360 WP 000355489.1 e [MASDLHLSAG PPMIRVDG RRINLPPLIMHIADVIsl L. 'Y IMND P
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 NNV DI TELLAFSVK [GASDLHLSAG PPMIRVDG RRINLPLHDV L Y IMND P
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