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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVW...QPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 1020409 QC631 RS06735 WP 280040654.1 MRTGMLALALGLLCLSVLPVLPSVGILAVLTIIGLFCLP...............FRMRPLGLFLLGVCWACLSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP...............FRWRPLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 1020409 QC631 RS06735 WP 280040654.1 RLVPTLDGRTLWLEGRVVGLPQQSERSVRFDVEGAQSR.RGQLPQRLQLSWFGG....................PAVNSG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHSR.HAGLPSRIRLAWYGG....................PEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 1020409 QC631 RS06735 WP 280040654.1 ERWRLAVTLKRPHGLLNPHGVDREATLLARRIGATGTVKAGERLTS..............AEGAWRDSVRQRVLSVDAQG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 1020409 QC631 RS06735 WP 280040654.1 R.EAELVALVLGDGAGLARESWQALQATGTVHLLVISGQHIGLFAGLIYGLIAG.......LARLGWWP..QALPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 R.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIWP..QRLPWLPWA 262
consensus ! ** **!!!*!!**!** **! ** !!**!!**!!!*!****!!!******* !!!** *! ***!*****

logo

A
C
V
G
A
LAMFAGAAFLAGSYCGW

LLAGFLMEGQVPAVRQRTALCVLMVLAI
T
VVALVLAWRLARDFRSHVLPGVGSWLSPLCL ILWAALANVAGLVALMLWVEDPW

LAVSMLLQSAPGGFWLSFVGAVALVI
L
F
I
V

F
L
W

A
I
T

NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 1020409 QC631 RS06735 WP 280040654.1 CGLAFAAALSYGLLAGLQVPVQRACVMLAVVLLWRLRFRHLGVGLPLLLALNAVLLWEPLASLLPGFWLSFGAVAVLVFT 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 1020409 QC631 RS06735 WP 280040654.1 FSGR..............LGSWRPWQAWGRAQWMIALGLLPILMALGLPVSLSAPLANLFAVPWISLAVLPLALLGTLLL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 1020409 QC631 RS06735 WP 280040654.1 PVPFVGQGLLWLAGGLLDGLFRLLGHLAQLQPAWIPQPLPWPLWLLLALGTVLVLLPPGLP...MRVLGWPLLLLAVFAP 483
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 1020409 QC631 RS06735 WP 280040654.1 RERIPHGQLEVWQLDVGQGLAFVLRTREHVLLYDAGPAMGDH.DLGERVVLPTLHKLGVKAVDLMMLSHADADHAGGASA 562
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 1020409 QC631 RS06735 WP 280040654.1 LQRGLPVRQILSGEAAKL.......PPALQAQACVNGQRWQWDGVNFSVWHW......QGARDSNQGSCVVLIEAGGERL 629
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 1020409 QC631 RS06735 WP 280040654.1 LLTGDLDVAGERAWVRDW..QATGIDWLQAPHHGSRTSSSQALLTATTPRGVLISRGRYNAFGHPHAEVMERYSINGIEA 707
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETR..GDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1020409 QC631 RS06735 WP 280040654.1 YDSAVHGALRLRLGAFGEPLA....LRNQRRFWRDPG................ 740
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGGARR....MRDEPRFWREK................. 741
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