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VYTVNRHAKTAPNPKFYLYLLKKRALQKLLVKQEGKGKRKI
VGLHFSKNNPKRFYSQQQSDVL I ES IGD

NTDB id 1020258 AB0R75 RS06650 WP 335349803.1 MDDYAHTKDIEPTAENIAKAIYTVNRHAKTAPNPKFLYLLKKRALQKLLQEGKGRKVGLHFSNNPKYSQQQSDVLIEIGD 80
NTDB id 88 BSU 14020 NP 389285.1 MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGD 80
consensus !!!*!*!!!* !! !!* !!*!!!!!!!!!!!!!!*!!!!!!!!!!!!* !!!!*!*!!!!! !!**!!!!!!!!! !!!

logo YYFHLMPPTKEDFEFHLPHLGNTLNQSYRNPKANQMSLNTKRAKHQLLQETYVGLMKEKPLTAVPNTKRQKQPAHYHTKPVFKKRLGESYF
NTDB id 1020258 AB0R75 RS06650 WP 335349803.1 YYFHLPPTKEDFEFLPHLGNLNQSYRNPKANMSLNRAKQLLQTYVGLKEKPTA.TKQKPHYTKPVFKRLGESYF 153
NTDB id 88 BSU 14020 NP 389285.1 YYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !!!!*!!!!!!!!*!!!!! !!!!!!!!!!*!!! *!!*!!! !!!*!!!! * *! !*!*!!!!!*!!!!!!
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