logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

ABOR86 RS05470 WP
10630 NP 388944.2

ABOR86 RS05470 WP
10630 NP 388944.2

ABOR86 RS05470 WP
10630 NP 388944 .2

ABOR86 RS05470 WP
10630 NP 388944.2

ABOR86 RS05470 WP
10630 NP 388944.2

ABOR86 RS05470 WP
10630 NP 388944 .2

ABOR86 RS05470 WP
10630 NP 388944.2

335395542.

335395542.

335395542.

3353955642.

335395542.

335395542.

3353955642.

[

TGRS DA TALTR I e [ORLVTE A o

M IPKPJADSWTDDQWHAIVS GIDILVAAAAGSGKTAVLVERMIRKITAEEWPIDVDRLLVVTFTNASAAEMKHRIAEA
M IPKPEDSWWTDDQWWAIVS GDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEA
*1 111 PELELD Dbl LLE bbb bbbt el

) LAE CHLARIY DL ERANTE s IRV

EE LN TORLCE M Ry LS e PR AL

FFELEIADRYTTDRHDLDLQWLVKBIVYEYSRSHPIRPEWWLNSFV LYDV EJdSI{ EELPFYQYVKEDINIMINLIJGAKNKLIX A
FFELWYDRYTTDRHDLDLQJJLVK[NVYEYSRSHPIYPERWLIASFVEBILYDV EINSI\ EELPFYQYVKEDIFAMWLRGAKINKLIN A
PO L b P b b bbb bbbl Lokt T

RIS e el AR T LA AL

LTKAPGGPAPRADNFLDDLNQI ELIS@M:DEIFNLYJRRVPAVSFKRAKAVKGDEFD ALLDEATDLRNGAKKL EK K
LTKAPGGPAPRADNFLDDLJAQI EL I[a):{0 BIALYJARVPAVSFKRAKAVKGDEFDIZJALLDEATDLRNGAKKL EK K
NI T x11 11

RO a5 SLAG OV ETLVLY Y ARFEAANCERS DFSDLERY LA g g AR

FTRSPMNHLKSLA MKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAYSY RGRRMPSEAAN YQ Q
FTRSPIMNHLKSLA MKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAJ®Y JAGRRIBPSEAAR YQ Q
* 11

PEELL kIl Ixl

LTRSS U OO LA LU B LB

VLVDEYQDTNLVQESILQLVJSSG EEBGNLFMVGDVKQSIYRFRLAEPLLFLKYKRFTESGEGEGNKIDLN[NNFRS
VLVDEYQDTNLVQESILQLVENSGIJEEIlNGNLFMVGDVKQSIYRFRLAEPLLFLEKYKRFTESGEGGIHKIDLNIMNFRS
L I e .. Porrrn [

e

RYDILDSTNFLFKQLMGGKIGEVDYDEQARLKLGARYPIYNDLYANTELLLIDSA DEADRISE AE IJETVjs] EAKATIAMEIR
REDILDSTNFLFKQLMGGKIGEVDYDEQAJXLKLGAWYP NDI¥NATELLLIDRNA D@DIASE AE IMETV EAKATAIEIR
[

e O O
EE—

BN DTRLAL 1 EDRARIL A LR

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

logo

NTDB id 1020103
NTDB id 119 BSU
consensus

ABOR86 RS05470 WP
10630 NP 388944.2

ABOR86 RS05470 WP
10630 NP 388944.2

ABOR86 RS05470 WP
10630 NP 388944 .2

ABOR86 RS05470 WP
10630 NP 388944.2

ABOR86 RS05470 WP
10630 NP 388944.2

ABOR86 RS05470 WP
10630 NP 388944 .2

ABOR86 RS05470 WP
10630 NP 388944.2

335395542.

335395542.

335395542.

3353955642.

335395542.

335395542.

3353955642.

0y

i

V

|

Iy

L)

LTS A EIADIN

GIPVYANLTSGYFEAVEVAPL

JH

ALSVLKVIDNPYQDI

KL SSPFKVYDGK|S(KTHRNIQYRDIVILLRSMPWAPQ MEEL BQGIPVYANLTSGYFEAVEVAWALSVLKVIDNPYQDI

KL SSPFKVYDGKWNKTHRNIQYRDIVILLRSMPWAPQ MEEL I

Al

LASVLRSPIVGDENELJ

PLASVLRSPIVG DENELH

Ml

V/GGMPGGKQRQANLRVLYDRARNY

ARALALRE AR LR

Il

LIRLEMKKAP YEA KEY AN DRBIDELYQKLBTEYM LQKWRSFS@NHSVSELIWEVYRD
LIRLENKKAP YEA KijyY A\ DR DELYQKLWTF Y[enIL QKWRINF SINHSVSELIWEVYRD
! M

LEAEL RS DR A

TEYIFD Y\GGMPGGKQRQANLRVLYDRARS
TISYWIDY
]

LR DUYLNELF Y

V

() L

*1L1T %

e

Plkk ok

ol I LA TV G

LYRRP FMMKKGLTAAEKGTAMHTVMQHIPL HVP JAEEAEH
LYRRP FMMKKGLTAAEKGTAMHTVMQHIPL HVP MEEAEM

GD
DG

)

GSCKIY JAK QL AKWQA[R]A]DRHN
GSCK

EAEEIT PEE S EERN A
K QL AKWQ AR ARD WL LEEFDRYQAR YLDFIGPALIRHRD [Emd ¢ EINWDIN
P11

RR
W

FITREL

il

R L

TAFRGLFRFLRFIERMQERGDDLGTARALEQEDVVRLMTIHSSKGLE

ENJTAFRGLFRFLRFIERMQERGDDLGTARALNEQEDVVRLMTIHSSKGLE
]

UL e LA AL

FPVVEQNAGLGRNJFNMMDLNKSYLLDKELGFGTKYIHPIRLRISYPTLPL
FPVVFWYAGLGRWFNMMDLNKSYLLDKELGFGTKYIHP[NLRISYPTLPL AMKKKMRRELLSEELRVLYVALTRAKEKLFL
] P rrrrrnn

LY

AR, e i)

WLL EFDRYQAS] YLDFIGPALMRHRD

i

Y
| D

HENRE

9
E

el
I TACEAER e VR EE

NILYEKELLTEEQMN AIDIEEIVQFF TEIG|S

BIMLYEKELLTEEQJS AIDIEEIVQFFBITEIG{¢

"

| T T T T T O O A

IR

[ T T T T A B B A

NI

R TIhE

AMKKKMRRELLSEELRVLYVALTRAKEKLFL

k% ok lkk x I

Q
A

B
St b

rieth

Plskx Dkk %

N OVSERARRRE EDEY s

EYEDEYSGRS KP§
IRTKQSVSE KRKWEYEDEYSGR)SY KPLN

LL IIJYERMEEKSIURLIGAIMNGEP PPSFRFD WARIIALIZWIRYP WE TIIRTKQSVSE KRK[N
LL I BERUEEKSIHRLIMATIINGEP PESFAFD [YARSNLEWNYPEWE T
e ey R i e O oy

JEENHTE

*k 1|

K

640
640

720
720

800
800

880
880

960
958

1040
1038

1120
1118



T

GKF|! GFEGAAPILNKRY Eubiely]

pstRer S LAt LI D 1 R) LR

NTDB id 1020103 ABOR86 RS05470 WP 335395542.1 DIBEBRILR T|pIANENSIE.N RN GIINE ANV T)NGI2N AR R[N NRIIeIRATNN A DICIRARNINE'S IE
NTDB id 119 BSU 10630 NP 388944.2 L [EAQUNDRE PFS ALPAME YIZDABIXADEPLLVQGIIDCLYETRIDGLYLLDYK TEGKF[EBIGFEGAAPILISKRY Euigels)
1% | ] 1l 1

consensus Pk DDkl LI Iklk! Ik N PEL bbbt

B Hym .....................................

NTDB id 1020103 ABOR86 RS05470 WP 335395542.1 JNANIEIRNGRCNANNNIT GNQRCCRVSRADICICARNES 1234
NTDB id 119 BSU 10630 NP 388944.2 TQIWNLYTKAVEQIMKTKVKGALYFFDGGH LTL bRy
consensus e

X non conserved
B similar
> 50% conserved



