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NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 MQEHPDQMKLEDEPFLKGTIQAVIFHNESNLYSVLKVKVIETSENLEEKTASVTGYFPALHEEETYTFYGKVTSHPKFGE 80
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus !! !!!!*!!!*!!*!!!!** !!*!!**!!!*!!!!!! !!!! *!*! !!!!!!!!!*!!!!!!!!!!* *!!!!!

logo QFQAETHFKQKE I
VPTTKEQGI IHQYLSSDLFEGIGKKTAEE IVGKKLGDNQSATI

L
H
NKI LMARDAPASVLYDVPRLSKKKADKTLAAGALQERHQG

NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 QFQATHFQKEVPTTKQGIIHYLSSDLFEGIGKKTAEEIVGKLGNQTLHKIMRDPAVLYDVPRLSKKKADKLAAALQEHQG 160
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!!! !! !!*!!!! !!!*!!!!!!!!!!!!!!!!!!! !!! **!!* !* !!!!!!!!!!!!!! !!*!!! !!!

logo LEQIMI SLNQFYGFGPQLSMKIYQAVYESETLEQKI EQENPYQLVKDVEGIGFGIKADELGASRMTGI
LSGNDHPER I

V
K
RAAI

LLYTLVETAT
NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 LEQIMISLNQYGFGPQLSMKIYQVYESETLQKIEENPYQLVKDVEGIGFIKADELGARTGISGNDPERIRAALLYTVETA 240
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!!!!!!!!!*!!!!!!!!!!!! !!!!!! !! !!!!!!!!!!!!!!! !!!!!! ! !*!!!*!!!**!!*!!!*!!
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NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 SLQDGHTYIQTKDLIVETRKLLNQTGN.DYKVTEMDVANQIIALGEGKEMIIEDDRCYHPSLFYAEQSVAKRIQKIVSQT 319
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus *! *!!!!! ! !!**! !!!!** * **!!!! !! !!!!!! !***!!! !!!*!!!!!!!! !!!!* *! !!!

logo EYAEDNQFPESEFLLALGELEERLMDGVQYAPSTQKEAIQKALMSSPMLLLTGGPGTGKTTVIKRGIVELYGSDELHGVSLDPSADYKKD
NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 EYADQFPESEFLLALGELEERLGVQYAPTQKEAIQKALMSPMLLLTGGPGTGKTTVIKGIVELYSDLHGVSLDPSDYKKD 399
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus !! !!!!!!!!!!!!!!!!!* !!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!! *!!!!!!!!! !!!!

logo EASFPFIVLAAPTGRAAKRMS
TESTGLPAVTIHRLLGWNGASEGFSTHDTEDEQP I EGKLLVI IDEASSMLDIWLANHLFKAIPDHIQI

V

NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 ESFPFVLAAPTGRAAKRMTESTGLPAVTIHRLLGWNGSEGFSHDEEQPIEGKLVIIDESSMLDIWLANHLFKAIPDHIQV 479
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus ! !! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!*! !*!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!*

logo I IMVGDEDHQLPSVGPGQVLRDLLASKQAVI
VPATVRTLTDIYRQADEGSSTIVELAHDQMKNGLVLPKNDNI

LTAPRSTKDRSF IRCGSAGDSQI
MKEV

NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 IMVGDEHQLPSVGPGQVLRDLLASKAVPAVTLTDIYRQADGSTIVELAHDMKNGVLPKDITARSKDRSFIRCSADQMKEV 559
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !*!!!!*!!!!!!!!!!!!!!!!! *! ! !!!!!!!!*!!*!!!!!! !!!!*!! *!!**!!!!!!!! * !*!!!



logo

I
VEKVVASNAALKQKGFYSTAKDIQVLAPMYKRGKAGINELNKVMLQDHI LNPKPKEPKGRRE I

L
K
PFGDVVYRTGDKI

VLQLVNQPENNI
VFNGD

NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 IEKVVSNAAQKGFSAKDIQVLAPMYKGKAGINELNKMLQHILNPKKPKGREIPFGDVVYRTGDKVLQLVNQPENNIFNGD 639
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus *!!!! !! !!**!!!!!!!!!!!*!!!!!!!!! !!!*!!!!*!*! !!**!!!!!!!!!!!*!!!!!!!!!!*!!!!

logo IGE ITVS I FYAKENTEKEDMAVI
VSFDGNE I

MTFTKKDFHNQFTHAYCCS IHKSQGSEFP IVVLPVVKRGSYYRMLRRNLLYTAIT
NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 IGEIVSIFYAKENTEKEDMAVISFDGNEITFTKKDFHQFTHAYCCSIHKSQGSEFPIVVLPVVRSYYRMLRRNLLYTAIT 719
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!! !!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!

logo RASKKFL I LCGEEESALEWGVKNNDEADSTLVRQTSLKTMNRLSVQVQTEVEQEIMDAELEALQKELPFSVHDANIGMEGITPFDFMHKEEQQ
NTDB id 1020061 AB0R77 RS12580 WP 041118108.1 RSKKFLILCGEESALEWGVKNNEDSLRQTSLTMRLVQTEQIMDAELEALQKELPFSVHDANIGMEGITPFDFMHE... 794
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! !!!!!!!!!! !!!!!!!!!* **!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!***
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