
logo

MQQHM
P
D
E
N
Q
L
P
K
TLEFDEEHPTFYI

LKGTVENMTI
V
I
L
F
Y
H
QNDTDTNHLYTVLKVEKI

V
E
TETNSEGADFIDEDKAMAVSTVTVGYFPANLMQVEDEESTYTFKYGKQIVQTHAPKRFYGLQ

NTDB id 1018769 AB0E22 RS02475 WP 014613741.1 ....MENPTLFDHTFIKGTVEMILFQNTDNHYTVLKVEIEETNGDFDD.MATVVGYFPNMVEDESYTFKGQIVQHARYGQ 75
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ******** ! *****!!!! ****! !*!!!!!! * !! *!* *! !!!! * !*!*!!! ! !! !***!

logo QFLKQAEHTFKQKE IPHTTKDEAGI
V IAQYLSSDELFEKGIGKKTAEES IVKNKTLGDENSAIHNDKI LAKDAESVI

L
E
Y
D
QVPKRLSKAKKAQDQQTI

L
A
V
E
G
A
Q
I
L
Q
Y
A
R
H
NQEG

NTDB id 1018769 AB0E22 RS02475 WP 014613741.1 QLKAETFQKEIPHTKDAVIAYLSSELFKGIGKKTAESIVNTLGENAIHDILKDESVIEQVPKLSKAKQQQIVEQIYANQE 155
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus ! !!*! !!!!*!!***! !!!!*!! !!!!!!!! !! !!* !!* !! ! !!* !!*!!! ! * * *!

logo

L
SEQI

VMIRSLNEQFLGFGPSKQLASMDKIYKQAFYEKSDETLETKVI
L
D
Q
E
QNPYQLVKYDI

V
E
KGI

VGFGNKADEQLAGQSQRLMGI
L
H
S
G
P
E
NHPDERLVKAAGI

LLYLTLVEDTT
NTDB id 1018769 AB0E22 RS02475 WP 014613741.1 SEQVMIRLNELGFGSKLAMDIYKFYKSDTLTVLDQNPYQLVYDIKGVGFNKADQLAQQLGIHPEHPDRLKAGLLYLVEDT 235
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!*!! !! !!!* ! ! !! ! !*!! * !!!!!! !* !*!! !!! !* *!*** !!*!*!!**!! *! !

logo C I
L
K
S
E
QGHTYI

L
E
P
Q
TEAQL I INDETI

Q
Q
SLLNSQGSAKDRESGSQVDRI

Y
D
T
E
TMDTAANQAI ILAIAELGVEENKDRI

LV I
N
E
Q
D
E
E
G
M
R
C
V
A
Y
F
IPSLFYYASE I

Q
K
N
S
V
A
T
K
Q
N
R
L
V
K
Y
H
KIAFASNQRT
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