e L — ;EK%Y-FE e R { O orm mtmiet e, oot

NTDB id 1029 TT RS02230 WP 011228203.1 . ENEDER TEVARLINSMD R{ESS I A E)N EPGIG QAEVRIPALERGPGLK 65
NTDB id 1169 A1552VC RS11075 WP 000648511.1 . KSK 68
NTDB id 1402 DSB67 RS12670 WP 010643257.1 67
NTDB id 1112 NGFG RS09215 WP 003689811.1 70
NTDB id 1113 AAA85695.1 219..1451( ) 70
NTDB id 1252 GC085 RS07730 WP 011213805.1 67
NTDB id 1198 PSJM300 03950 AFN76868.1 66
NTDB id 1018257 AB0962 RS17810 WP 029423717.1 69
NTDB id 1059 ABD1 RS01610 WP 000279215.1 69
NTDB id 1016 ACIAD RS01680 WP 004920476.1 69
consensus Pokskokk ko kok
'ETRQLAT / MJ el Bl ity (el

DLI\J sIMYs lng [ A E A Q.ge ’;%El: EEY H(E?. 8 ES\ é S%. N va X
NTDB id 1029 TT RS02230 WP 011228203.1 D KINIF RQLATM 144
NTDB id 1169 A1552VC RS11075 WP 000648511.1 DITITRQLATM 148
NTDB id 1402 DSB67 RS12670 WP 010643257.1 DITIFTRQ ATM 147
NTDB id 1112 NGFG RS09215 WP 003689811.1 DIT FTRQL TM R 150
NTDB id 1113 AAA85695.1 219..1451( ) DIT FTRQL TM 150
NTDB id 1252 GC085 RS07730 WP 011213805.1 DIT F RQLATM K 147
NTDB id 1198 PSJM300 03950 AFN76868.1 DI FTRQ ATM FIS] LRKISPRYFDIJLYCNLV 146
NTDB id 1018257 AB0962 RS17810 WP 029423717.1 DENEENNNANN.UNI 149
NTDB id 1059 ABD1 RS01610 WP 000279215.1 DITIFTRQLATM 149
NTDB id 1016 ACIAD RS01680 WP 004920476.1 DIMIFTRQLATM 149
consensus sk I Plskessk | x EREES * ok *kk ok * ERE kkk ok | sokok |k || [
lDRAYOEE A o oo ol AL A0 o S
NTDB id 1029 TT RS02230 WP 011228203.1 l 224
NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q 228
NTDB id 1402 DSB67 RS12670 WP 010643257.1 227
NTDB id 1112 NGFG RS09215 WP 003689811.1 VIIWVAIG 230
NTDB id 1113 AAA85695.1 219..1451( ) IRVAIG 230
NTDB id 1252 GC085 RS07730 WP 011213805.1 227
NTDB id 1198 PSJM300 03950 AFN76868.1 226
NTDB id 1018257 AB0962 RS17810 WP 029423717.1 229
NTDB id 1059 ABD1 RS01610 WP 000279215.1 229
NTDB id 1016 ACIAD RS01680 WP 004920476.1 229

consensus sokokokokok ook D sk sk Dokokok Lk | Dk | ! sokokokokokokok |1 skokokok sk Dokok | Dokok Dokokokk ok Dokokkk kokok



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

1252 GC085 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1018257 AB0962 RS17810 WP 029423717.1
1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1018257 AB0962 RS17810 WP 029423717.1
1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1018257 AB0962 RS17810 WP 029423717.1
1059 ABD1 RS01610 WP 000279215.1

1016 ACIAD RS01680 WP 004920476.1

consensus

WHBLK gAEggAé BS KFRs- DRl

T NS /\/\A

LP FG

lPI
L {ep)

PIFGD

PIFGD

A G | SFERYAKY SIRSFIE DR LP [icH
B AR FiA pWRSIFKFRIMUFDRL L P JIGD

IA GA[ A\l LPIFGD
IA GAJY L LPIFGD
j GAATH FLIHA IRSI{ FRPW DRL L LPIfJGD

* % k * %k * %k % * 3k * k k kokokoksk Dk Dskok |k

ﬂA E'BE TIA E:Lg -LBQVTEQF y A%Q VA

L I T P

INKABJITA FSRTLAT FAAG P I\ LIX TAJ@§Y GN
NKAINT A FSRTLAT F AG P WALIS T 9§ GN
VIIK I¥TAR IRFAAGVPLVDEYL STAGAEIGN
VK BT AR IAFAAGVPLVDYNL STAGAJ\GN
EKAAIARF RTL lTFAAG PLV ALKSVAGATGN
MK B ARF RTL TTFAAGVPLVDAL SEYAGATGN
VMKAMIAR SRTLATTFAAGVPL DAL STAGATNN
VMKAMIAR SRTLATTFAAGVPL DAL STAGATHIIN
VMKAMIAR SRTLATTFAAGVPL DALINSTAGATIYNEN YE
| ! * 11 [ * 1 ko kokook | okok ok ok

05 Ll el Do s )l

QMVFIGEESGELD MLNKVATIYEFEVDNEVDNLGKILEPLI
T

QMV

IGEESG

LD MLNK ARW{YEREVDNEyVDNL |Q§8#EPLT

QM IGEESG LD MLNKEAEFYEDEVDNAVGRL IWMMEP I
A

QM§ IGEESG LD MLNK

AIREYEDEVDNAVQYL BEMMEP I

QMVAIGEESGAL FIMLEKVAWFYEREV NAVD L KJBEEP I
QMPAIGEESGALD MLEKVAWFYEBEVDNVD LTINSMEP I

QMVAIGEESGALDEMLINKV AN
QMVAIGEESGALDEMLINKV AN

YENEVDNAVD LTEMMEPLI
YENEVDNAVD LTEMMEPLI

QMVAIGEESGALD MLIJKV AN

*kk | kokokok

W

TR

LG

CVNXLACe

406
408
407
410
410
406
405
408
408
408

AMYLPIF
AMYLPIF
AMYLPIF

X non conserved
B similar
>507% conserved

YEMEVDBIAVD LTRMMEPLI

DLk b Lkl kD1 1Lk bdok D ko 1 Lkorokokon | )

303
308
307
310
310
307
306
309
309
309

383
387
386
389
389
386
385
388
388
388



