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NTDB id 1193 PAKAF RS26665 WP 003161249.1 GAK......DATSGIGIGFITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTS 594
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVA 456
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVA 456
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AAT...SPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVT 465
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVA 570
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVA 570
NTDB id 1018003 ABZS47 RS03425 WP 412471354.1 GVD...NA.MGRIAFGLLNL.PDIILDLELSAMQAENQGEVISTPKVLTADKQTARISSGLQIPYQETTHSGA...STTK 92
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVT...TTGASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTS 591
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVS...NP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTS 603
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVS...NP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTS 603
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 FREAVLGLEVTPHISKQNQILLDLAISQNSPNNQIN...NTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVP 376
NTDB id 1347 HI 0435 AAC22094.1 FREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVP 395
NTDB id 1373 NTHI RS02645 WP 011272046.1 FREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVP 395
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLN..GVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVP 672
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVP 536
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVP 536
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVP 545
NTDB id 1257 GCO85 RS04855 WP 163621000.1 FKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLG...VPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIP 647
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLG...VPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIP 647
NTDB id 1018003 ABZS47 RS03425 WP 412471354.1 FKEASLILEATPNITPDGKIGLKLNIKNGNP..VPTLG...HIAIQEDAIETNVIIEDGQTVVLGGIYRTSQNEGANKVP 167
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FKEALLSLEVTPNITPDGKILMELNIANDSINSYAQNG...EAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVP 668
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPNG...ELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVP 680
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPNG...ELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVP 680
consensus !**!*!*! *!!*!*** ****** ****** * * * * ******* *!*!***!!** * * **!



logo

R
F
L
F
LGSEDMILPLYVI

L
V
K
G
I
A
RLFKSRHQNRKERSTDATVQSYDVIKEAKNQRSTEIVLMDHARSKQDGNKENQRSELVLVI FLIVTPYHKRLVIMILVRTIKNSADNQEQAGTAIKELVAISTAGILR I

E
T
N
G
T
A
H

E
R
I
L

E
K
G
Q
R
K
E
S
A
E
K
D
G
K
V
K
Y
K

NTDB id 1381 A4U84 RS02010 WP 021113424.1 LLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIG.AEKQK...... 420
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 FLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1257 GCO85 RS04855 WP 163621000.1 FFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1018003 ABZS47 RS03425 WP 412471354.1 RLGDMPVLGRLFRHDSKAHDKSELLIFITPKLVR................. 201
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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