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NTDB id 358 SMU RS01425 WP 002263523.1 MKQVIYVVLIVIAVNILLEIIKRVTKRGGTVSSSNPLPDGQSKLFWRRHYKLVPQIDTRDCGPAVLASVAKHYGSNYSIA 80
NTDB id 483 SM12261 RS00275 WP 000668315.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 ................................................................................ 0
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NTDB id 358 SMU RS01425 WP 002263523.1 YLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGDPDPS 160
NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSIHIADPDPG 116
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 ................................................................................ 0
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NTDB id 358 SMU RS01425 WP 002263523.1 VKVTRMSKERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYYLQGILDEY 240
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSYYLQSIIDTY 196
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 .............................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTM 51
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NTDB id 358 SMU RS01425 WP 002263523.1 IP....DQLISTLGMITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRFTDA 316
NTDB id 483 SM12261 RS00275 WP 000668315.1 VP....DQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA 272
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VP....DQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA 272
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 TKGLAGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTND 131
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NTDB id 358 SMU RS01425 WP 002263523.1 NQIIDAVAS.TIFSIFLDMTMVILVGGVLLAQNNN..LFFLTLL...SIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSS 390
NTDB id 483 SM12261 RS00275 WP 000668315.1 NSIIDALAS.TILSIFLDVSTVVIISLVLFSQNTN..LFFITLL...ALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS 346
NTDB id 511 SMSK321 RS10730 WP 000668322.1 NSIIDALAS.TILSIFLDVSTVVIISLVLFSQNTN..LFFMTLL...ALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS 346
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 VDLMTQSFNQSLVSMVA..AIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANL...ADVSGY 206
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NTDB id 358 SMU RS01425 WP 002263523.1 IIEDINGMETIK...SLTSESARYQNIDSEFVDYLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVGQ 467
NTDB id 483 SM12261 RS00275 WP 000668315.1 IIEDINGIETIK...SLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQ 423
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IIEDINGIETIK...SLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQ 423
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 VEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMW...KSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGT 283
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NTDB id 358 SMU RS01425 WP 002263523.1 LITFNALLSYFSNPIENIINLQSKLQSARVANTRLNEVYLVESEFEKDGDLSENSFLDGDISFENLSYKYGFGRDTLSDI 547
NTDB id 483 SM12261 RS00275 WP 000668315.1 LITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVSYKYGYGRDVLLDI 503
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVTSEFEEKKTVEDLSLMKGEMTFKQVYYKYGYGRDVLSDI 503
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 IVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDF 363
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NTDB id 358 SMU RS01425 WP 002263523.1 NLSIKKGSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAK 627
NTDB id 483 SM12261 RS00275 WP 000668315.1 NLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILDNLLLGAK 583
NTDB id 511 SMSK321 RS10730 WP 000668322.1 NLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAK 583
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 SAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQK 443
consensus **** ***** ** ****************** * *** **** ******* * ***** *** ************

logo

H
E
I
GTSTDQEQDVI ILARAACVKEAILVAGEVIHRHSEFDIKEQTRLMPKQLGNYDQTVELTDSDSGVATGLI SVGGQKRQLRLITAI

LARALLKTQDAP I
L
VL I LDEATSSVLDTIRLTEEKKLR I IQVRSDAN

NTDB id 358 SMU RS01425 WP 002263523.1 EGTSQEDIIRACEIAEIRSDIEQMPQGYQTEL.SDGAGISGGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIISN 706
NTDB id 483 SM12261 RS00275 WP 000668315.1 EGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDN 663
NTDB id 511 SMSK321 RS10730 WP 000668322.1 EGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPILILDEATSSLDILTEKRIVDN 663
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 HIT.DEQVIAAAKAVGVHHFIKTLPKGYDTVL.DDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRA 521
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NTDB id 358 SMU RS01425 WP 002263523.1 LLQ.MTEKTIIFVAHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN........ 760
NTDB id 483 SM12261 RS00275 WP 000668315.1 LMA.L.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS....... 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LMA.L.DKTLIFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLVNS....... 717
NTDB id 1017934 ABZU05 RS02060 WP 375168438.1 MDKLMHGKTVFVIALRLSTIIDSDVIMVLENGEIIERGTHTQLLAKNNVYANLYNG....... 56
NTDB id 370 SMU RS04260 WP 002263294.1 MDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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