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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1017880 ABZU12 RS01615 WP 006586053.1 MINRVVLVGRLTRDPDLRTTGSGISVATFTLAVDRQYANAQGERGADFISCVIWRKAAENFCNFTNKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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LLEPSKRKNTDGTGRTGEAQRQSQGDNSGAGSYANQENPFGQNNSNGGGQSQSYAFGGNSGNQSNQDNQNSTGNPFGQTSGPNQAQTNGNNQSRARPNAQTAGNNANSAFTNPQADQDPFA

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGG..SGSGGYNEGNSGGGQYFGGGQNDNPFG.GNQNNQRRNQGNSFNDDPFA 157
NTDB id 1017880 ABZU12 RS01615 WP 006586053.1 SYDNKDGQRVYVTEVIVDNFSLLESRKDREARSQNGGYAPQNNG.SSYAGNSNQNTNFQ...ANNSAPNTNNAAPQDPFA 156
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSN.QS...NGSQQSGFTSPQQTGNAP.AANNTQADPFA 155
consensus *!*!**!!!!*!!!!*******!!** * *** !*** !** ** ******* ! ******** *! * !!!!
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NTDB id 113 BSU 40900 NP 391970.1 NDGKPIDISDDDLPF 172
NTDB id 1017880 ABZU12 RS01615 WP 006586053.1 DSGSTIDISDDDLPF 171
NTDB id 624 LCA RS00040 WP 011373726.1 NNGQAIDISDDDLPF 170
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