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NTDB id 1016992 ABWI26 RS09830 WP 119326092.1 MTAIITFIIVFGILVIVHEFGHYYAAKKSGILVREFSVGMGPKIVAYR.KNHTTYTLRLLPLGGYVRMAGAQEDDSEIQP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 1016992 ABWI26 RS09830 WP 119326092.1 GTMASLVLNDDDKVTKIITSSKVYDANAVPVQISKADLVDDLVIEGYENGDETVTKKYSVDHDATIVEEDGTEVQIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
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NTDB id 1016992 ABWI26 RS09830 WP 119326092.1 VQLQSVSVWKRMITNFAGPFNNFILAIVAAILAAFMMGSVGTGTNQLGGIEKGSVAQKAGLKSNDKILSVNGKKTGSWAS 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
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NTDB id 1016992 ABWI26 RS09830 WP 119326092.1 LTESIQNNPGKK.....LTLNVQSGNKI.KQVKLTPKTVKSSGQSYGLIGIKAKLDSSVLGKIKYGFTYSWSTSLTIFHA 313
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QK..SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QE..SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
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NTDB id 1016992 ABWI26 RS09830 WP 119326092.1 LGKMVSGGFSINQLSGPVGIYSMTSKVASTGLINIILFTSMLSMNLGIVNLIPIPALDGGKILLNIVEAIRRKPIPEQYE 393
NTDB id 323 STU RS10650 WP 011225396.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
consensus !*** ***!!*!*!*!!!****!*******!!!*!*****!!!*!!!!*!!!!!!!!!!!!!**!!*!!!!!!!*****!

logo

N
S
V
YITL IAGVGAI

V
L
MVLVLMIAVTWNDIQMRFAF IFK

NTDB id 1016992 ABWI26 RS09830 WP 119326092.1 NVITLIGVGILVLLMIAVTWNDIQRFFIK 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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