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NTDB id 1016981 ABWI26 RS04170 WP 119325631.1 .....MKILKGIKKYGSEYLIPLIIAFIFAMAGSIFTIIGPSKLSKITDLISKGLFGAIDLTKVMQIVWILAIIYVAAAV 75
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus ***** *! * *! ! * *! !! * ! !*!!! *! *!! **!!! ! !!! !* ! !!**! !*!*
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NTDB id 1016981 ABWI26 RS04170 WP 119325631.1 LSYGQGFIMATITQKFTQKLRTKITEKINNLPLQYFDTHNEGDTLSRVTNDLDTVGQSLNQSLGILVSAITLLIGSIVMM 155
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
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NTDB id 1016981 ABWI26 RS04170 WP 119325631.1 FTTNVTLGFTAVLSVLVGFVLTIVLMSRSQKYFYNQQNKLADVSGYIEEIYSGHDVVNTYNYTDEAKSTFDQMNNDLQDN 235
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
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NTDB id 1016981 ABWI26 RS04170 WP 119325631.1 VWKSQFLSGIMQPLMNFIGNFGYVMVSVIGAILVLNGHITIGVIVAFMIYVRLFTQPLSQITQAFSSLQLAQAAMKRVFD 315
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
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NTDB id 1016981 ABWI26 RS04170 WP 119325631.1 FLAEDEVVEDKNSYQTISGTKGNVEFDNIEFGYLLGQKIIKDFSVKAKAGQKIAIVGPTGSGKTTTVNLLMRFYDMNSGK 395
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
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NTDB id 1016981 ABWI26 RS04170 WP 119325631.1 IKIDGVDITDMKRSEVRNQFDMVLQEAWLFDDTVRNNLVYNQKNVSDEQIKDATKAVGLDHFIETLPKGYDTVLDDSVSL 475
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
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logo SVGQKQLLTIARAL ILKRDNAPLML I LDEATSSVDTRTEELQIQKRAMDHI LMEKGNRTSFVIAHRLSTIKRNADL I LVMVKRDGENI I EQRGST
NTDB id 1016981 ABWI26 RS04170 WP 119325631.1 SVGQKQLLTIARALIRNAPMLILDEATSSVDTRTEEQIQKAMDILMKNRTSFVIAHRLSTIKNADLILVVKDGEIIERGT 555
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!!!!!!!!** !!*!!!!!!!!!!!!!!!! !!*!!!*!! !!!!!!!!!!!!!*!!!!!!!**!! !!! !*



logo HDEQLMASENGFYADNLMYNSQFTEKEVA
NTDB id 1016981 ABWI26 RS04170 WP 119325631.1 HDELMSENGFYANMYNSQFTK... 576
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA 584
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