
logo MF
LKI

LFKKRLNAKKEW
YGMI

V
G
L
I
LSLTAI F ICI LVAQVWLMDELEKI

TPESYMSNTITQTLRLEQETKGTTAI SDQI LMDQPGMSKMMI
L
L
M
F
LSFVGLSFVFIAMAS IV I

LVGFYFLAAS
NTDB id 1016980 ABWI26 RS04165 WP 119325630.1 MLKLFKKLNKKEYGMIGISLIFIIVQVWLELEIPSYMSTITQRLEEKGTTISQILQPGMMMILLSVLSVIASIIVGYFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !*!!*!! !!*!!* *! !!** !!**! ! !!! !! ! !!!! ! !* !! !** ! ! **!!* !
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NTDB id 1016980 ABWI26 RS04165 WP 119325630.1 HVAAGFTARLRKDIFDQVMDYSTHDIKNFSVSSLLTRSTNDLTQLQQFIAMGLQVIIKAPITAIWAITKIANKGWQWTTA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * !! !! !!! !!! !!!!! **!! !!**!!!!!*!!!!!!!! ! !!*!!* **!! !*!!*!!! ! !! !
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NTDB id 1016980 ABWI26 RS04165 WP 119325630.1 TAVAVVVLIVMLTFILLMVQPRFKKIQSLTDRLNLVTRENLSGIRVVHAYNAEDYQNAKFNKANKDLTDTNLFANRVLAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus *!!!*** *!!* ** * !! * *!!!!! !! !!! !*!*!!!*!!!!!!!! !! * !! !! !! !** !
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NTDB id 1016980 ABWI26 RS04165 WP 119325630.1 MNPGMSFISSTLTLAVYAIGAIIINQATVG...........ATRLTLFSDMIVFSSYAMQVILGFLLLSIIFILLPRVTV 309
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!! !* *!! !!!!*! !!! **! *************! !***!!!!*!!!!!!!!!**!!*** !!!*!!! !
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NTDB id 1016980 ABWI26 RS04165 WP 119325630.1 SVGRINEVLDVDPSVKHLDKTEGQTTEKGVLEFKDVSFRYPGAEADAIHNLDFKAQTGQTIAFIGSTGSGKSTAMNLIPR 389
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus ! !!!!!! * *!!** * * * !! *!!*!!!!!!* !*** ! ! ! !*!!!!!!!!!!!! *!!!!!
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NTDB id 1016980 ABWI26 RS04165 WP 119325630.1 LYDTTQGQVLVDGIDVKDYSQKDLNNKVGYIPQKAVLFSGSIRSNLDFGSTPSGKRTDDDLYDALDVAQSRDFVEQKDKQ 469
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !! ! ! * *!!! ! !!!* !!!!!!!!!!!*!!!!!!*!!!!* !! ** ** ! ***!!**!! * !!! !*!
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NTDB id 1016980 ABWI26 RS04165 WP 119325630.1 LDAKVAQHGDNFSGGQKQRLAIARAIARKPEILLFDDSFSALDYETDKKLREQLKEQAAQTTKVIIAQRISTIMDADLII 549
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !! !!!*! !!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!! !!* !! ! !!*!*!!!!!!!!!!!*!*
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NTDB id 1016980 ABWI26 RS04165 WP 119325630.1 VLDNGHVAGQGTHEELLKSNEVYQEIAYSQLSKEELAE.. 587
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!*!*! !!!!! !!! !**!!!!!!!!!!!!!! **
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