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NTDB id 1016890 ABSY19 RS11485 WP 382162750.1 MKQGLSLRVSQHLALTPQLQQSIRLLQLSTLEMAQEVEQMLDDNPFLERAEEIAERET.FGLEQTDVPVSAGEQIAEAAL 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGS...VNALQSSSATPL 77
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!* !!!!! ! *!! !!! ! * * ! * ****! ! *!

logo PETAESPPVPALASNPSLESSSASTDGASGDGDGLESKLDGHADTPTAVEAESWYEGNDGSDFGDTSVDEMYAGPTDEDRSDEWGSGLDADFPARKNPSGQSDGDEDNDERATASAPAMDQ
NTDB id 1016890 ABSY19 RS11485 WP 382162750.1 PEA.PVPLSPSLESSSASTDSGDGDGLESKLDGATPVEESWEGD..GTVEMAPDDSEWGGDAPARNSGSGDNDETASAAD 156
NTDB id 1425 RS RS02020 WP 011000369.1 PTESPPPAAN.........GA..........DHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRA..PMQ 136
consensus ! *!*! ********** **********!*! * ! !*! ** * *** !*! ! *!! * ! * ! ***
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NTDB id 1016890 ABSY19 RS11485 WP 382162750.1 LARAPVSLQDHLHDQARCLRLSDEDRAALYFLIESLNDDGYLEESLAELADAWLHLSGTPQLAGDPNDALEAREALEQRL 236
NTDB id 1425 RS RS02020 WP 011000369.1 LREAEPTQREFLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPA................ELEVELDEL 200
consensus ! !*** **!**! !*!!* !** * !!!!!! !*!!! !! !* ****************** ! !
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NTDB id 1016890 ABSY19 RS11485 WP 382162750.1 AVALQLLQHMEPSGVGARDLGECLRLQILELRNTAEARAALAICNQPLELMAKRDVKRLCNLCGIDDETARAALGLIARL 316
NTDB id 1425 RS RS02020 WP 011000369.1 QAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPAK.PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSL 279
consensus !! *!!* *! !*!!! *!!! !!* ! *! ** !! !*!! !!!*! !! !!* * *!! *!!* !! !
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NTDB id 1016890 ABSY19 RS11485 WP 382162750.1 EPKPGRRFVDVERNVVVPDVIVTRAGRGFKVILNPDVMPRLRVHDVYANAMRQNRGGGEAGHAAMQQRLQEARWFIKNIQ 396
NTDB id 1425 RS RS02020 WP 011000369.1 APFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRG..ESGAANLQQKLQEARWLIKNIQ 357
consensus ! !!* ! ! !!!!!*! * * !* !!!!!!!!!!**!*!!* *! !!**! !*! *!!*!!!!!! !!!!!
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NTDB id 1016890 ABSY19 RS11485 WP 382162750.1 QRFDTILRVSSAIVERQRNFFMHGELAMRPLVLREIADELGLHESTISRVTTAKYMATPFGTYELKYFFGSSLGTETGGN 476
NTDB id 1425 RS RS02020 WP 011000369.1 QRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGA 437
consensus !!!!!!!!!! !!!!!!* !! !!!*!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!! !!*!!!!!!!!** !!!!!
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NTDB id 1016890 ABSY19 RS11485 WP 382162750.1 ASSTAVRALLKQFIAAEEPAKPLSDNQLSDLLREQGIECARRTVAKYREALRIAPANLRKAL 538
NTDB id 1425 RS RS02020 WP 011000369.1 ASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!*!!!*!! **!!*! !!!! * *!! !!! *!!!!!!!!!!!!*!** !!!! !
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