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NTDB id 1307 DR RS10055 WP 010888596.1 ............MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFE 68
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFK 63
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ................MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFI 64
NTDB id 1016831 ABU614 RS23125 WP 064749330.1 MNNPAPNAPASPATGAIDFTSFLKLMAHQRASDLFITAGMPPSMKVHGKISPITQNPLTPQQSRDLVLNVMNPQQREEFE 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ................MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFT 64
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NTDB id 1307 DR RS10055 WP 010888596.1 EKRELDFSFALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASM 147
NTDB id 1177 A1552VC RS01165 WP 000422572.1 QTREANFAVVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAM 141
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASM 144
NTDB id 1016831 ABU614 RS23125 WP 064749330.1 KTHECNFAIGVT.GVGRFRVSCFYQRNQVGMVLRRIETKIPTVEELNLPPIIKTLAMTKRGIIIFVGATGTGKSTSLAAM 159
NTDB id 1203 PSJM300 01605 AFN76401.1 ENHECNFAISAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAM 143
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NTDB id 1307 DR RS10055 WP 010888596.1 IDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHL 227
NTDB id 1177 A1552VC RS01165 WP 000422572.1 TGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHL 221
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHL 224
NTDB id 1016831 ABU614 RS23125 WP 064749330.1 IGYRNQNSTGHIITIEDPIEFVHRHEGCIITQREVGIDTDSWDAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETGHL 239
NTDB id 1203 PSJM300 01605 AFN76401.1 IGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHL 223
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NTDB id 1307 DR RS10055 WP 010888596.1 VMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQIT 307
NTDB id 1177 A1552VC RS01165 WP 000422572.1 CMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELK 301
NTDB id 1019 ACIAD RS04205 WP 004922051.1 VFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIK 304
NTDB id 1016831 ABU614 RS23125 WP 064749330.1 VLCTLHANNANQAMDRIINFFPEDRRGQLLMDLSLNLKGVVAQQLIPTPDGKGRRVAMEILLGTPLAQDYIRDGEIHKLK 319
NTDB id 1203 PSJM300 01605 AFN76401.1 CLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELK 303
consensus ***!!!*!*!*****!!* *** ** !* **!**!!*****!!!*** *!**!****!*!***!** **!! !*** **

logo

A
G
S
E
T
V
LMQAKDTRGSAGQTVDQREEVLGMKVQTMFDAQSYALAFYDEGNQLFVYDQRVADHQRDHQGHKLE ITSEYADQEKDGALEHKLRRSYHAI

D
D
S
A
Q
S
P
K
N
N
D
E
F
V
L
A
R
R
L
L
Q
R
M
A
L
I
N
K
D
T
L
G
K
S
A
E
Q
R
S
A
E
G
A
D
T
G
L
N
D
A
K
Y
G
GAE
G
P
R

H
L
T
S
D
M
L
N
S
T
P
Q
R
S

A
E
V
G
R
S
A
M
S
L
D
P
S
Q

E
N
P
G
L
M
V
K
P
T
E
AYNSAI

L
R
V

A
D
E
K
S

E
S
M
E
T
V
S
D
F
R
S

T
D
D
G
P
Q
R

R
G

NTDB id 1307 DR RS10055 WP 010888596.1 SVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPA.APPVPAYNSASSSSTGRG 386
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY.GS...GSLQNVK....IDME..... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANK.PLDNRERMSEME....RKMTFDGQR 379
NTDB id 1016831 ABU614 RS23125 WP 064749330.1 ELMKDSVQLGMKTFDQSLFELYQAGEISYEDALRYADSQNEVRLRIKLAQGGDA.RTLSQG.LDGVE....VAEVR.... 389
NTDB id 1203 PSJM300 01605 AFN76401.1 GLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDG.EHLTSV.SQGLT....LEMSDDDPG 377
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NTDB id 1307 DR RS10055 WP 010888596.1 GDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................ 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RNLK............................ 383
NTDB id 1016831 ABU614 RS23125 WP 064749330.1 ................................ 389
NTDB id 1203 PSJM300 01605 AFN76401.1 RSFR............................ 381
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