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NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGF.EQAINEGKTPSLTSTDEG 73
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAF.EQAISEGHTPSLVSSLPG 75
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1016822 ABU614 RS11735 WP 363796237.1 ........MKKQQGFTLIELMIVIAILGILIAIALPAYQDYTVRTKNAECLNVAAAAKLAVSETAQDRGSLAQVTQANTG 72
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus **!!*!!!!!!!*!!*!!!*!!!*!!!**!!*!** **** * ** **** ** * * *

logo

F
N
S
V
Y

V
I
S
C
F
G
I
V
A
T
G
A
D
V
S
Q
S
E
I
V
Y
T

C
I
N
S
F

D
S
T
Y
A
S
A
S
P
T
A
N
G
P
A
L
T
D
K
T
P
G
N
K
V
Q
Y
A
F
N
T
S
L
A
I
P
C
D
G
T
G
I
V
D
T
V
A
C
G
T
L
I
D
T
V
I
G
G
T
A
A
D
P
S
T

D
G
S
V
A

A
D
P
N
TGAHSQVI EINTACVIATAFMTYKQTDANGTDATGMNTAPDKGAKRNTFAADKNGGAGKNQTLMVIAFAIVTI

M
L
S
V
TPTAVLAIGTALPVSASLNYQAPSARAGNSTAQTGAIPRDSGIVLMETWKSDTCSYATAPTVGS

NTDB id 1197 PSJM300 03940 AFN76866.1 YIGITDSTSY...........CDVDLDTAADGHIECTAKGGNAGKFDGKTI..TL.............NRTADGEWSCAS 127
NTDB id 1204 PSJM300 03935 AFN76865.1 FIGIGASTNY...........CTVTLIATATGSITCTTQNGMPDRFNGKTI..TI.............ARTTDGLWDCTS 129
NTDB id 1191 AAC28468.1 484..945( ) NV.....IFDSANGLDGKYFAPGGVTVTPDTGAINIAFDAG..A.NAGKTM..TITPTVI.......AASGQISTWTCAP 137
NTDB id 1016822 ABU614 RS11735 WP 363796237.1 YSFVASSYCTS.............VIIGDGTGVITATTDGDTPG.TGGAQVAFTLSPT..........LRAGRIEWDCSV 128
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPTKNVANL.TIAGTGTVPGQITVTYT.T..A.AGGGTL..ALVPTAAGTALPVSSAPSGPIMWTCYA 140
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNVATA...TCGASSAGQIIVTMDTT..K.AKGANI..TLTPT..........YASGAVTWKCTT 134
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPNVASI...AIGA..NGVITITY.TA..A.AGGGTI..VMTPTL.........QANGDVTWTCTG 122
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPNVQSI...AIGA..NGVITITY.TA..A.AGGGTI..IMTPTL.........QANGDVTWTCTG 122
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NTDB id 1197 PSJM300 03940 AFN76866.1 T................LDAKYKPGKCS. 139
NTDB id 1204 PSJM300 03935 AFN76865.1 D................LDSRYKPGKCL. 141
NTDB id 1191 AAC28468.1 484..945( ) GAAN............GIETRRLPTSCQ* 153
NTDB id 1016822 ABU614 RS11735 WP 363796237.1 PAG..............TKMSQVPAECRP 143
NTDB id 1424 RS RS02795 WP 011000517.1 QNKAQAASSVAPSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 T...............S.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 G...............TLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 G...............TLLAKYRPASCRP 136
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