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NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF D 294
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NTDB id 1389 A4U84 RS07560 WP 021112712.1 R ..VV.KDG KVVKNKVAPPF 310
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R . .AT.KEG KVVKNK APF 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R . .AT.KEG KVVKNK ARPF 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . . AV .KEG KVVKNKVAPPF 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .QV.KEG KVVKNK APPF 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .QV.KEG KVVKNK APPF 293
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