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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK....LAEIAGQYLKKGG 72
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK....LAEIAGQYLKKGG 72
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK....LAEVAGEYLRKGS 76
NTDB id 1016063 ABXT62 RS03395 WP 415357138.1 MATRGINKVILIGNLGNDPETRFFPDGGAVTNASVATSESWKDKQTGQMQERTEWHRVIFRDRGNFRLGQIAGEYLKKGS 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR....QAEVAGQYLRKGS 74
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NTDB id 1103 NMB RS07590 WP 002212976.1 LVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPA.....QQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 LVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPA.....QQSRQPAPDA 143
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QVYIEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGGMNV...PAQ....QGSWGQPQQP..AK 146
NTDB id 1016063 ABXT62 RS03395 WP 415357138.1 KVYVEGSLRTRKWQDKEGQDRYTTEIQA....DEMQMLDSRSASSGD.AHD.GANVMQNP.................... 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KVYVEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF.GGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNF 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1016063 ABXT62 RS03395 WP 415357138.1 ...PSRAPSAPVAAAPIPEGDSGNFDDDIPF 162
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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