logo (T A vk
KK JEERAK SLA\.D'L Yl
NTDB id 600 KW2 RS01765 WP 011675413.1 KTNFDDITKKYGA MRLG S
NTDB id 269 KZH43 RS08665 WP 001085462.1 PKKLEEISKKFGA IMRLG S
NTDB id 228 SPD RS09265 WP 001085462.1 PKKLEEISKKFGA IMRLG S
NTDB id 194 SPR RS08825 WP 001085462.1 PKKLEEISKKFGA IMRLG S
NTDB id 159 SP RS09750 WP 001085462.1 PKKLEEISKKFGA IMRLG S
NTDB id 527 SMSK321 RS11065 WP 001085454.1 PKKLDEISKKFGA IMRLG S
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMRLG S
NTDB id 408 SMU RS09530 WP 002262392.1 ARBUNANE] S
NTDB id 453 Spy49 1753c ACI62003.1 MRLG S
NTDB id 115 BSU 16940 NP 389576.2 IM LG E
NTDB id 625 LCA RS02525 WP 011374196.1 IMR G S
NTDB id 1313 DR RS12030 WP 010888966.1 S
NTDB id 1245 Cj1673c YP 002345041.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1 S
NTDB id 1211 C694 RS00795 WP 000963128.1 S
NTDB id 1334 RAOC RS04870 WP 004918236.1 E
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IEK[NFGKG IM S
NTDB id 1130 NGFG RS03960 WP 003688695.1 TEKSFGKGINIM S
NTDB id 1124 NGFG RS03960 WP 003688695.1 TEKNJFGKGINIM S
NTDB id 1123 0K783 RS03845 WP 003688695.1 TEKSFGKGINIM S
NTDB id 1427 RS RS02760 WP 011000510.1 S
NTDB id 1165 A1552VC RS01565 WP 000344154.1 S
NTDB id 1142 GTF74 RS11550 WP 000344154.1 S
NTDB id 1022 ACIAD RS06390 WP 004925639.1 S
NTDB id 1074 ABD1 RS10195 WP 000344167.1 S
NTDB id 1016052 ABXT41 RS01940 WP 415391157.1 S
NTDB id 1205 PSJM300 05545 AFN77183.1 S

consensus

kok ok okl kokk

* 1 1%

NN




logo

Y
|

Y 50 AT Tt P R s e L o) A

EIYGPESSGKTT E 154
EIYGPESSGKTT ANAQKEGCIAAF TDAEHALDPRY AIN\ LG VN 153
EIYGPESSGKTT Ak cAAF TDAEHALDPIAY AINNL G VN 153
EIYGPESSGKTT AfNHQkEccAAF TDAEHALDPIAY AINNL GV N 153
EIYGPESSGKTT AfNAQkpccAAF TDAEHALDPIAY AINNL G VN 153
EIYGPESSGKTT AlNQkEcciAAF IDAEHALDPIAY AINNL G VN 153
EIYGPESSGKTT ANk CHAAF TDAEHALDPIY AlN\ LG VN 153
EIYGPESSGKTT AfNAQxMcciAAF TDAEHALDPIAY AINNL GV N 153
EIYGPESSGKTT ANk GAAF TDAEHALDPIAY AINNL GV N 153
E YGPESSGKTT ARYQEMGGMNIAF IDAEHALDPYYAMSLGVN ELL 138
EIYGPESSGKTT APNIQKMGGHAA IDAEFA DPISYAWNLGVN D LL 140
BEIYGPESEGKTT ANAQKAGGINEAF IDAEHALDPIYY AL GVNDELL SQPDJGEQALEINY 152
EIYGPESSGKTT AleQKMGGfeAF IDAEHAL DAY ALSYL G VNID L| SQPDIYGEQALEIN 139
EIYGPESSGKTT A®QKNGGYf€AF IDAEHAL DAY AISILGV iy I SQPD GEQALEI|d 141

I

NTDB id 600 KWw2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1
NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0K783 RS03845 WP 003688695.1
NTDB id 1427 RS RS02760 WP 011000510.1
NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1

EIYGPESSGKTT AINSOKINGGUAMAF IDAEHALDUSIY AJSRLGV L SQPD GEQALEI)H 141
EIYGPESSGKTT AIINQKYIGGIWIAF IDAEHARgDIYNSIY AIISLG N SQPDRIGEQALETIfA 148
EIYGPESSGKTT AQAQKGNKTCAFIDAEHALDPVYARNLGVN.DELL SQPDRIGEQALETI(e 156
VUOAF DAEHARIDPYY ARINL G V]S SQPD GEQALEI[® 140
VOAF DAEHARDPNY ARISL G V]S SQPD GEQALEI[e 140
VGAF DAEHAIDPNY ARINL G VY SQPD GEQALEI(e 140
INSAFIDAEHALDLNNY ADISL G V|8 SQPD GEQALEIM 148
GNGAF TDAEHALDP\UYAISMLGVN SQPD GEQALEI(e 139
\YNSAF IDAEHALDPWUYAISMLGVN SQPD GEQALEI[® 139
INSAFIDAEHALDPNYAIRSLGV SQPDEBIGEQALETH 139
INSAFIDAEHALDPNYAIRSLGV SQPDRIGEQALETIfA 139

EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB
NTDB

id
id

1016052 ABXT41 RS01940 WP 415391157.1
1205 PSJM300 05545 AFN77183.1

consensus

* I

*

EIYGPESSGKTT
EIYGPESSGKTT
FPEINEIINE

N e N

IJ SQPD GEQALE gy

Il skskskkok |

*x 110

SQPD GEQALETIjN

P11k ek %

139
139



DDVl

50, v LR Sl LY. FOCETTTC

NTDB id 600 KW2 RS01765 WP 011675413.1 G MGDSEVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHMGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHMGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDMGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHMGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 GDHMGDSHVGLQAR . 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALWP MGD [BJGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALJNP MGDSH GLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALP MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALJYP MGDSH GLQAR . 218
NTDB id 1016052 ABXT41 RS01940 WP 415391157.1 V DSVAALWP GDMGDRIHVGLQAR INKNANC . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAAL\YP G MGD HVGLQAR NEKNANC . 218

consensus Fk e DDLU TE Dk DD b Dbk DUk b bk D b bl okk % %k sk - LLDDxl Lkl 1 1 1Lkl 11 1111



. e A Y 5 Emma

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 GNTQIKGTG. KVVKNKVAPPF IfNYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 RAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF A 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R ..I.KEG KVVKNK ARPF 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I.KEG KVVKNK ARPF 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1016052 ABXT41 RS01940 WP 415391157.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF 293

consensus I I E S ELE R N RS B B S kkok Dk |skkk  kk * kkk 11wk |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

DEKL

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1016052 ABXT41 RS01940 WP 415391157.1
1205 PSJM300 05545 AFN77183.1

=0 JI N N N N N N N =2

LINENPEI[NE T

Lo ek )

Bgﬁlrj_ LaPeebr BaPResERD. msefa MNEEV LPLDELEIE

LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED .....

IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEAAE. .. .SKKDE....VAQVDS..VNEEVTLDLGDELEIE
IDGEEIAE. .. .SKKDE....AAQVDS..VNEEVTLDLGDELEIE
IEEDNTEEKQSSKEK. ...... ETDEK. . ADKNLVLELDDTIELE
LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIE
DNNGVVQQQAEETQEEL .EFE.E. . oottt eeeeeeeen.
SDVPEEDLPTTEDE.QI.NILPDDST. . ... EE....oovv.o...
MAAIRAGNAGEAPALAPAPAAP. ... .. EAAEA . o oo
QNSMEMEGMISGSEDDEGEE . « v v o v e e e e e e e et e
SNEEIMPLPDEPLEEME. . . oottt et et e e
SNEEIMPLPDEPLEEME . . v e ot ettt et e
NTLESNPNSVLKATASDSNDE. . . ... SDVEEFS.EEEL...........
W ALNEMEMHITEGTQDETD . . v oo v oo v e GERPEE. ...........
ALNEMEMHITEGTQDETD . . o oo v voeen .. GERPEE. ...........
W ALNEMEMHITEGTQDETD . « v v vov v e e GERPEE. ...........
EHLEMTPMGAVTLAEEVEED . « v v ove e e e e e e e e e e
ETSSAA...... DDVEFGAVPEEF. . .........

..ETSSAA...... DDVEFGAVPEEF. ..........
WEQLLTKASDQTAAHDETEEEP. . . ... DLLES. .. e teeeenne...
WEQLLTTGTNGAVQI.EDEEEP. .. ... DLLLES . .o v oo,
AQLMPIVEKKSKV.EKDDSAK. . . ... GKIET . . oo,

* %

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
348
348
348
352
354
354
349
349
348
347



logo

LEE

NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 Ce 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 C 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 C 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 - 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 R 348
NTDB id 1427 RS RS02760 WP 011000510.1 C 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 C 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R 349
NTDB id 1016052 ABXT41 RS01940 WP 415391157.1 ... 348
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
i >50% conserved



