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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG...DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1015947 ABXT69 RS04815 WP 271558616.1 ..MAGINKVILVGNLGAKPEIKYASNGNAISNLSVATSESWTDKNTGQKQERTEWHRVSLFGKVAEIAGQYLDKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNF....SLLESRTTTEQRQGDGASQNFNSNQSNG...SQQSGFTSPQQ....... 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG..APYEEGYGQSQE.........AYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG..APYDEGYGQSQE.........AYQRPAQQSRQPAP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.D..FGGNQGSGWNQAPAQTNYNQGGYSDNYAQN..NNF 149
NTDB id 1015947 ABXT69 RS04815 WP 271558616.1 EGKLQTRKWQDQSGQDRYTTEVVISGFSGTLQMLDRRDDSN.S..PM.QS.........QP....QSTPQP.AQ...NAQ 137
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.G..MPAQGGMN...VPAQQ....GSWGQP.QQ...PAK 146
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NTDB id 624 LCA RS00040 WP 011373726.1 .....TGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAP...RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAP...RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N..GGNATRPQPA...QKPAAQAEPPMDNFDDDIPF 180
NTDB id 1015947 ABXT69 RS04815 WP 271558616.1 Q.........AP........SITPVAQDEFEDDIPF 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..HQPMQQSAPQ...QYSQPQYNEPPMDFDDDIPF 177
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