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VRQLLALPEQPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
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bR HLENRE

RGHDVRAGSRLLETKLVVRESAAPPSKK 335
RGHDVRAGSRLLETKLVVRESAAPPSKK 335
GHDV GSRLLETKLVVR{ESAAPP[N FX 348

X non conserved
B similar
> 50% conserved
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