logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

1014990 ABXJ33 RS00535 WP 002365395.1
462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

239 SPD RS09270 WP 000642701.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

1014990 ABXJ33 RS00535 WP 002365395.1
462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

239 SPD RS09270 WP 000642701.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

1014990 ABXJ33 RS00535 WP 002365395.1
462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

239 SPD RS09270 WP 000642701.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

et e oo XA

Il ik Dxk 11

K Vel K TKYRIR

M

A THTAGR A DNl T

VNTNARFLSEIMLAR G DVY QTVGDN[SRLIN LLp§3AINQRSHIL

MAMKAE IAVGTEILTGQI NTNAQFLSEKEAE G DVYFBTAVGDNE@ERLLSHLE ASERSH
AMK EITAVGTEILTGQIVNTN QFLSEKIY

AE G DVYFQTAVGDNERRLLS LEJIAR RSPL

N R R I R Y R R R ey ey ey R I Ry I e T

st TRk

PN Ty

TKQTLAKFLGKRLVFDPQAQEKLD
TKQTLAKFLGKLVFDPQAQEKLD

* % % [ | * %k

LALLM TR ST e

AKPLLLKKMG.NEK VSIWVLRFFGIGESQL|2WILIAD APAEWIGEVTLRL AKH.D.KETERL
QSIMA H{ONENN N RV AP VAP NIAARHAREVIATKDL VAGERL
BN MNNLYSRVLRFFGIGESQLVT LAD IDIMQTDPTLAPYAKIGEVTLRLSTKA SQEEAN|H:
NTEINKLYSRVLRFFGIGESRILVT LEDLINYQTDPT APYAKTGEVT RLSTKARIIQEEA EJ
MNTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
MNTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES
M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BNTGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQLY
BTGSKLBISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQL
Hokokokokok Lokl 11 kokokokok Dok Dok | P b Dok Dok |1 1k | 1 okokokok ok ok ok ok ok

* ok ok %k ok k *ok |k Pokoskok Dok Dok | |k |

159
155
156
156
156
156
156
156
156
156

239
235
233
233
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124

1014990 ABXJ33 RS00535 WP 002365395.1

462
412
170
239
280
205
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124

1014990 ABXJ33 RS00535 WP 002365395.1

462
412
170
239
280
205
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124

1014990 ABXJ33 RS00535 WP 002365395.1

462
412
170
239
280
205
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

SPD RS09270 WP 000642701.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

SPD RS09270 WP 000642701.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

SPD RS09270 WP 000642701.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

bl rvec L0 o)L e el e AC Qb gl RS

YSLAIC [V LN GNT HAAESLTAGLFQ T

NEJIVK TATRIMAEKR QUEET VisiQ GUMEEII L AINE

NSLIgN vig WLKHSGKTIAAESLTAGLF QA
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAiFSGISSIFKGGFVTYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFRAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIAGGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIWAAESLTAGLFQATVA FSGASSIFKGGFVTYS
SLRDIBCYGYGEETSLASIVVEELKRQGKTIp AESLTAGLFQARIVA FSGASSIFKGGFVTYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFIGGFVTYS

Isksksk | k% )k kokskkkkkkkkkk | k| ko b skokok ok ok k ok *okk |k oxk | [ kokkkkkokkokkk | x|

LEefsg |01

et sl LT ELE T et

IGIKKETEEAKECSELKGVQKLGIF Q

GE§SHEL

kokokkokkokkokkk ok

G SETGVAGHEDELEG
c WP SHE

I§ ISLTGVAGPDSLEG[NP

* % %k k % kK 5k ok sk k k| ok ok k * * 5k %k %k %k | sk %k ok k | s 3k 5k 5k %k %k >k 5k 5k k % %

Aok,

416
414
393
418

GRSRADVRHIAVMHAFNLVRKALLSD [ 418
GRSRADVRHIAVMHAFNLVRKALLSD s 418

ook ok | ok ok ok ok ok ok ok K kK

X non conserved
B similar

>507% conserved

418
418
418
418

311
308
308
308
312
312
312
312
312
312

390
387
370
388
392
392
392
392
392
392



